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Part 1: Corona, Oxygen, 5G
The Paranoid Worldview of David Icke

W ¢ &nfyreason that this connection between 5G and Corona cannot be
talked about, is thathereisda dzOK | O2yySOUA2Y HQ
T David Icke

With every news channel overflowing with news about
the coronavirus the more disturbing items are about
the disinformationspread about its cause and natui2avid
Icke a former keeper, sportpurnalist and worldfamous
conspiracytheorist, has recently been interviewed by Brian Rose
for the internet talk show ™, which was aired on London Live
and attracted 65.000 vigers.[1] On YouTube, it was viewed by
hundreds of thousandsuntil it was taken down by YouTube.
The official reason: medical information contradicting the WHO
guidelines will be banned. And Icke implied that 5G towers need
to be set on fire. Of course, teuto his conspirational spirit, Icke
interpreted this as evidence for the points he is making: the
establishment (among which Google, which owns YouTube) and
the elites (Icke's favorite enemy) don't want you to know the
truth of what is happeningdis ownYouTube channel has had
103,860,439 views as of toda$o there is a huge audience for
this material.
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The Coronavirus Conspiracy: How COXYBWill Seize Your Rights & Destroy Our Economy
(banned from YouTube, reposted on Bitchute)
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In the interview, Icke claimsamong many other thingsthat

there is a connection between tHeOVIEL9 symptomsand5G

the fastinternet platform soon to be rolled out in many
countries, and already operative in some others, including
China. He states: "With 5G life as we know it will be over." How
a2K Yerio&OBMpd LG R2Saydid SEA&AGPQ | dzKK ¢S
presence of the virus are nonsensical, because "everybody will
test positive", since it tests for general genetic material
everybody has. And the real disease is caused bgaked
"exosomes", particlesexpelled from cells due to radiation
damage. And here does 5G come in: 5G is creating the "disease”
that is misdiagnosed as COMI®. Some daring doctors speak
out on this now. What was the first Chinese city that got 5G?
Wuhan! See the connection? Peoplging from COVIH29 are
actually dying from lack of Oxygen. And here's the connection:
5G can block the capacity of the lungs to absorb Oxygen. The
frequency used by 5G, 60GHz, is also the frequency at which
Oxygen molecules resonate.

But this connectiortannot be talked about. And thenlyreason
that this connection between 5G and Corona cannot be talked
about, says Icke, is that theigsuch a connection!

The interview goes on and on but this is already more than | can
handle.So this new coronavirusloes it actually exist? You bet.
The whole thing got sequenced in weeks.

SARE0V2 belongs to the broad family of viruses known as coronaviruses. It is a pasitige
singlestranded RNA (+ssRNA) virus, with a single linear RNA segment. Other cosasasirel
capable of causing illnesses ranging from the common cold to more severe diseases such as Middle
East respiratory syndrome (MERS). It is the seventh known coronavirus to infect people, after 229E,
NL63, OC43, HKU1, ME®RS/, and the original SARSV.

Like the SARIated coronavirus strain implicated in the 2003 SARS outbreak,-Gé\¥RSis a
member of the subgenuSarbecovirugbetaCoV lineage B).[63][64] Its RNA sequence is
approximately 30,000 bases in length.[7] SARS?2 is unigue among known betacoronaviruses in

its incorporation of a polybasic cleavage site, a characteristic known to increase pathogenicity and
transmissibility irother viruses.[44][65][66]
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With a sufficient number of sequenced genomes, it is possible to reconstruct a phylogenetic tree of
the mutation history of a family of viruses. By 12 January 2020, five genomes oC8%R$ad

been isolated from Wuhan and reged by the Chinese Center for Disease Control and Prevention
(CCDC) and other institutions;[7][67] the number of genomes increased to 42 by 30 January
2020.[68] A phylogenetic analysis of those samples showed they were "highly related with at most
sevenmutations relative to a common ancestor”, implying that the first human infection occurred in
November or December 2019.[68] As of 27 March 2020, 1,495-68¥REgenomes sampled on six
continents were publicly available.[69V(kipedid.

As of June 2020, the number of sequenced genomes has grown
to 4,496! These different strains are virtually identical, except
for minor variations due to mutations thdtave occurred since
January 2020. This is an impressive feat of science, that
measurement and visualization of this virus' full genome has
become possible in such a short time span. Here's a fantastic
real time display of the SAR®V2 virus strains thahave been
detected worldwide, with all their micrevolutionary variations:

Genomic epidemiology of novel coronavirugslobal subsamplingNextstrain.org.

Compare this to Daviltke's amateuristic analysis of the earliest
medical investigations in Wuhan:
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People started getting ill for whatever reason in China. And the Chinese authorities took genetic
material from the fluid in the lungs of people who got ill, only a few, a verglshnumber. And they

found what they what we would call "genetic material". It wasn't an isolated virus. It was genetic
material, which can be there from a long list of causes, including lung cancer, by the way. And they
decided that what was causing tlitness was a virus, which has got the name "C&@Ifjno, it is
SarsCoV\2]. But at no time did they isolate that salled virus from the rest of the genetic material,
much of which will be found in the bodies of most people. [05:05]

Never mind that CO-19 is the disease and the virus is called
SARE0V2... He wants us to believe that the "genetic material”
sampled from the first victims was gathered randomly and
amplified, until it "proved" the existence of a new virus. In
reality, based on the symphs, these early researchers
suspected a variant of the 2002 SARS virus, of which the full
genome was known. That proved to be correct.

But Icke can't have a virus as cause of the symptoms, for he
needs to tell his G5 story...

Andrew Kaufman: 61 think |
know what is really going on.d

There have always been researchers wleoied AIDSvas
caused by the HIV virus (Lynn Margulis was one of them).
Likewise, Andrew Kaufman, psychiatrist(!) quoted by Icke,
explains "COVHD9" symptions not by the SafSo\2 virus, but

by some other mechanism. Where's the scientific publication
about this alternative theory? | could only fikdufman's
YouTube channgelwhich has only a handful of videos, about
health food, detox, blood pressure, "Do viruses cause disease?"
andt a rather strange title "Humanity is NOT a virus!". The
YouTube title of this video Tss COVIEL9 really an exosome and
not a virus???" (note again the inexplicable confusion between
the disease, and the virus). Kaufman has also been interviewed

by London Reahow, and you can see that video on London Real
TV.

Andrew Kaufman, "Is COVAIO really an exosome and not a virus???"
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Kaufmarhas discovered similarities between the coronavirus
and socalled "exosomes", guticles a cell produces normally
that serve for communication and waste disposal. Under a
microscope they look similar to virus particles. Exosomes and
viruses share the sam®&CEzZeceptor, which has a function
related to blood pressure regulation. Ergo: they might very well
be the same thing, says Kaufman. So the whole medical
profession battling COVIDO at the moment has just mistaken
one little blob for another ttle blob? Seriously? Says a
psychiatrist, not a virologist.

In support of this hypothesis, Kaufman states, quoting AIDS
researcher James Hildreththé virus is fully an exmmein
every sense of the word" (incidentally, this quote was about HIV,
not the SARE&o0V2 virus). So? Can one catch an infectious
disease through these exosomes? Is Kaufman denying the new
coronavirus, or eveallviruses? Exosomes can be produced,
says Kaufman, under stress, toxins, injury, cancer, infection,

ionizing and electromagnetic radiation like 5G... He could not
find any evidence(!) for this last category, but he suggests this
would be an exciting new field of study...

There goes Icke's majougport for his 5G/Corona theory!

» Electromagnetic Radiation (5G) — no research

From Kaufman's presentation on the many causes of illmes® evidence for 5G.

He advisedshydroxylchloroquineand Vitamin C, because of its
anti-oxydant properties the usual akmedicine advice. But no,
"there's no evidence for a virus." Read that last sentence very
closely.

DEBUNKING BOTH IGKND KAUFMAN

David Icke | YouTube
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(103,860,439 views)
Banned from YouTube and
Facebook as of May 2, 2020

Now | have a question for you: is it likely that a psychiatrist
communicating in a YouTube video with a handfol
anonymous persons has a better understanding of the
virological aspects of SAR®V2 than the thousands of
specialists working in this particular very specalized field of
science? How small would you estimate that chance? So it's time
now to turn to those specialists (though | haven't found any
public response to Kaufman vyet from the medical
establishment).

This is obviously a very specialized area of expertisther
Icke nor you and me are qualified here. But researching this
topic online | found theollowing three YouTube videos by an
anonymous poster "Another Perspective" very helpful. Please
watch these videos to follow the author's argument. | have
highlighted a few conclusions in the tables below.

Video #1: David Icke is WRONG about CGIAD

Here's a refutation of Icke's statement that "the coronavirus
doesn't exist" and "has never been isolated":

A debunking of Icke's claim that COVID (the SARE0w2 virus) does not exist.

CLAIM BY ICKE REFUTATION
#1- There is no The SARGOV2
evidence that's :

scientifically virus that causes
produced that COVID Cfcu) n/lig S:ﬁclgen
19 exists. y seq '
#2 - RFqPCR cannot RTFgPCR can
distinguish between distinguish between
viral and human viral and human
genetic material. genetic material.
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Summing up: the SARSV2 virus has not only been isolated
2685 samples no lessbut also fully sequenced (all 30.000
nucleotide bases: A, C, G or T), and identified as being a member
of the largercoronavirusamily (OrderNidovirales.

Just for the fun of it, here's a fragment of thdly sequenced
genome of SARSowv2:

28861 ttocaactcca ggcagoagta ggggaactte tooctgotaga atggotggca atggoggtga
28921 tgeotgeotett gotttgobtge tgottgacag attgaaccaqg ottgagagoa aaatgtotgg
28981 taaaggccaa caacaacaag gocaaactgt cactaagaaa totgotgetg aggottctaa
29041 gaagocctegg caaasacgta ctgocactaa agoatacaat gtaacacaag cttteggeag
29101 acgtggtoca gaacamaccc aaggaaattt tggggaccag gaactaatca gacaaggaac
29161 tgattacaaa catbtggooge aaattgoaca atttgoccoe agogottcag cgttocttogg
297211 aatgteogege attggocatgg aagtcacace ttcgggaacg tggtigacct acacaggtge
29281 catcasattg gatgacaaag atccaaattt caaagatcaa gteoatttige tgaataageoa
29341 tattgacgca tacaaaacat toccaccaac agagectaaa aaggacasasa agaagaagge
29401 tgatgaaact caagocttac cgcagagaca gaagaaacag caaactgtga ctottotteoec
29461 tgctgoagat ttggatgatt toctccaaaca attgoaacaa tccatgagoca gtgetgacte
295211 aactcaggcoc taaactcatg cagaccacac aaggcagatg ggotatataa acgtitteoge
29581 ttttcocgttt acgatatata gtctactctt gtgcagaatg aattctogta actacatage
249641 acaagtagat gtagttaact ttaatctcac atagoaatet ttaatcagtg tgtaacatta
49701 gggaggactt gaaagagoca ccacattiic accgaggoca cgoggagtac gatogagtgt

A fragment of the fully sequenced genome of SARS+2 (ncbi.nim.nih.gov)

The author gives a nice example of how specific and precise DNA
matching can be. If you enter this snippet of SARY2 DNA
(containing only 28 othe 30.000 nucleotides, or less than 0.1%)
into the so calledBlast search enginef the US National Library

of Medicine:

CCGTCTGCGGTATGTGGAAAGGTTATGG

... within a few seconds you get ONLY hits from this particular
virus RNA no other material, as is suggested falsely by Icke.

Seguences producing significant alignments

selectall 100 sequences selected

Deseriplion
Severe aoute resplratory syndrome coropavirug 2 selate SARS-CoV-ZhumanNONGERCT2020, complets genems
Severe acule respiratory syndrome coronavirus 2 isolate SARS-CoV-2human/NONGBRCE2020, complete qensme
Severs acule réspiralary syndrome coranavirus & igelale SARS-Col-2hurmanMONGEBRCE020, complgle genome
Saverg acuie rg-’zpi_rqu'J:_ax_'nﬂrgmi corgnavirps 2 isplale S&RS-CoV-FhumanNINGERC 42020 _ﬁﬂm!;m
Savere acuie raspiratorny sy 8 corgnavings 2 jsol SARS- -2ih! Ea [ X . completa genoma

Severe aoute raspiratory syndrome coronavirus 2 isolate SARS-CoV-Zhuman|NIWGERC 020, complets gencms

Search results for a snippet of viral DNA of SARS/2 in the Blast search engine.


https://en.wikipedia.org/wiki/Coronaviridae
https://en.wikipedia.org/wiki/Nidovirales
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And here yowcan see where that search string can be found in
the total genome of SARS0OV2:

13141
13261
13261
13321
13381
13441
13581
13561
13621

taattgtegtt
ggaagccaat
ccacatagat
acctacaact

aagatgttgt
atggatcaag
catccaaatc
tgtectaatg

gtacacacac
aatcctttgg
ctaaaggatt

accctgtggg

ctgcggtaty tggasagatt atggctgtag

gtcagctgat
ccgtgcgoca
aaagtagctg
gaagatgaca

gcacaatecgt
caggcactag
gttttgctaa
atttaattga

ttttaaacgg
tactgatgtc
attcctaaaa
ttcttacttt

tgotactgpt
tgotocatcg
ttotgactta
ttttacactt
ttogtgatcaa
gtttgcggtyg
gtatacageg
actaattgtt
gtagttaaga

Search results for a snippet of viral DNA of SARS/2 in the total genome.

This should put to rest all talk about "random genetic material”
falsely claimed to be a virutWe know the SARSOV2 virus
down to the very basgair code.

Video #2: Andrew Kaufman is WRONG about CGIAD

And here's a devastating critique, by the same author, of
Kaufman's arguments related to "exosomes as viruses". He's just
wrong:

A debunking oiKaufman's "a virus equals an exosome" theory.
CLAIM BY KAUFMAN

#1 - Respiratory
illness is caused by
an insult, toxic or
otherwise, which
cause production of
exosomes.

REFUTATION

Exosomes are small
membrane vesicles of

endocytotic origin
that are secretedy
most cells in culture.

#2 - RTPCR actually
tests for host RNA
from exosomes.

RTPCR tests are
SAREC0V2 specific,
they do not confuse it

with RNA from
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exosomes.

#3- Exosomes are Exsomes and the
mistaken for COVID | SAR&C0V,2 virus look
19 [SARE&0V2], very different under
they look very much the microscope

the same. (spikes!).

Summing up: virusemrenot exosomes (though there are
interesting similarities between them), but camploitexosome
pathways to leave the cell they have infectdtally different
storyt and much more interesting. There is no need whatsoever
to deny the existence of viruses at any cost. For one thing:
viruses reproduce, exosomes don't. All coronaviruses have
spikes; exosomes don't. There is some debate about tre vir
origin of exosomes: perhaps viral DNA, which contains genes for
building vesicles with RNA, got permanently inserted into the
host genome in the past. That is something for real scientists to
figure about and debate.

Video #3: Andrew Kaufman is WRONGoab COVIB19 - Part 2

And here's another, equally devastating critique, by the same
author, of Kaufman's arguments related to the work of Kary
Mullis and James Hildreth.

A debunking of Kaufman's misinterpretation of Kary Mullis and James Hildreth.

CLAIM BY
KAUEMAN REFUTATION
#1- PCR cannot PCRcanbe used to
be used to diagnose infectious
diagnose diseases, even according
infectious to Kary Mullis
diseases,
according to Kary
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Mullis

#2 - No scientist

can tell the L )
. Scientists, like
difference .
Hildreth,canclearly tell
between

the difference between

exosomes and )
exosomes and viruses.

viruses(quoting
Hildreth).

Summing up: Kaufman misrepresents scientific information to fit
his theories. He thinks the viruses observed through
microscopes are actualgxosomes, and he tries to find support
for this opinion by quoting from respected scientists who don't
share his views and misrepresenting them in the process. And
he casts undue doubt on the quality of PCR tests for
detectingspecificviral materialt spuriously misquoting itslobel
Prize winningnventor.

Kary B. Mullis, Work An organism's genome is stored inside DNA molecules, but analyzing
this genetic information requires quitelarge amount of DNA. In 1985, Kary Mullis invented
the process known gwlymerase chain reactiofPCR), in which a small amount of DNA can be
copied in large quantitiesver a short period of time. By applying heat, the DNA molecule's
two strands are separated and the DNA building blocks that have been added are bonded to
each strand. With the help of the enzyme DNA polymerase, new DNA chains are formed and

the process cathen be repeated. PCR has been of major importance in both medical
research and forensic sciencemfw.nobelprize.org The Nobel Prize in Chemistry 1993)

Here's theoriginal patent of the PCR technique filed by Kary
Mullis: Process for amplifying, detecting, and/or cloning nucleic
acid sequenceson June 171987 (Date of patent: Oct. 23,
1999).

Field of the invention.The present invention relates & process for amplifying existing nucleic acid
sequences if they are present in a test sample and detecting them if present by using aMmbe
specifically,it relates to a process for producing any particular nucleic acid sequence from a given
sequence of DNA or RNA in amounts which are large compared to the amount initially present so as
to facilitate detection of the sequences, using a thermostable enzyonegatalyze the reactionthe
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DNA or RNA may be singtw doublestranded, and may be a relatively pure species or a component
of a mixture of nucleic acidghe process of the invention utilizes a repetitive reaction to accomplish
the amplification of thedesired nucleic acid sequence. (Underline added)

Oh, and what about the virologist Hildreth who supposedly is on
board with Kaufman's views? Hildreth is just representing the
conventional understanding of viruses: they definitely exist! He
warns us to bevigilant about not spreading the infection
ourselves here:

Hildreth: 'Be vigilant, n't
become a vector of COVID -19.

Viruses are incomplete life forms with no ability to replicate on their own, so they must find a way to

gain entry into the cells in ou bodies, explained Dr. Hildreth.

Many viruses need hosts before they can get into humans, and those hosts are called vectors, he

said.

GLY wnnuI (GKS Kz2aita oSNB OlFliGaod ¢KSy F2NJ aogw{X il

were made to eradiate the vectors. But what happens when the host is human? The difference with

CoViemgp Aa GKIFIG 6S NS GKS @SOG2NAR® LGQa FoftS (G2

SNIRAOFGS (GKS @SO02N® ¢KIFiQa ¢Ke& COPIBMNRD | 2]dA yRP y&

0S02YS | @SOG2N) oe adleAy3da 4G K2YSI LINI OGAOAy3

said. Amsterdamnews.con¥/5/2020)

SeePart 2 in which | contact Hildreth about him being quoted by Kaufman on the matter of
viruses being exosomes, and this is his response: "The virus is reparidemic is real and
is caused by the virus. Period."

So Kaufman's view sounds a lot like dem theory
denialismfor disease to me, with the germ being a virus, which
is often found in the more radical artiaccine communities. So
no harmful virus exists, but patients are "hurt" by something,
and that could point to various causes.

WHERE DOES 5G ACTWAEIT IN?

13


http://amsterdamnews.com/news/2020/apr/05/covid-19-renowned-doctor-says-be-vigilant-dont-be-/?page=2
http://www.integralworld.net/visser169.html
https://en.wikipedia.org/wiki/Germ_theory_denialism
https://en.wikipedia.org/wiki/Germ_theory_denialism

Most likely candidate for Icke: 5G.

That should be easy to testthen the occurence of COVID is
mapped with the spread of 5G networks. It doesn't bear out:
there were initially lots of areas with G5 that didn't have
infections, and lots of areas without 5G that had them.

So, onto 5G. The electromagnetic spectrum hastple bands,
including those of visible light. The longer wavelengths, those on
the "infra-red end" of the spectrum (to which 5G and all radio
waves belong) are neionizing, i.e. they can't break molecules.
Those on the "ultraviolet end" of the spectrm (to which
gamma rays belong) are ionizing, i.e. they can change molecules
and thus do damagéd-or that reason 5G is harmless.

THE ELECTROMAGNETIC SPECTRUM

AT~ A
- -
- - e,
- -
o
RADIOCACTIVE
SOURCES

CELL  MICROWAVE
& PCS & SATELLITE SUNLIGHT
MEDICAL

5G X-RAYS

How dangerous is 5G? Can it harm your health? No, it is-fwmnizing radiation.

The supposed connection between 5G and tG©OVIBEL9
disease works through Oxygen? Well, there is some truth to the
fact that the 5G frequency most used, 60GHz, happens to be the
frequency at which Oxygen absorbs part of this radiation. But
look carefully: it is not so much that Oxygen is hindergb,

for it is exactly the other way round: 5G is hindered by Oxygen!
What happens here is the Oxygen molecules briefly enter an
excited state, before they resume their normal state, and
disperse the radiation in all directions, thus impacting the
transmssion (but not always negatively).[2] It resembles how
your microwave works: at the frequency of the radiation used in
microwaves, the water molecules in your food absorb some of
this radiation so the food is heated.
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And what about the 5G rollout in Wuh@ Was that really the
first Chinese city where 5G was installed? By October 2019
in fifty Chinese cities, including Beijing, Shanghai, Guangzhou
and Shenzhen, 5G was rolled out and fully operational.[3]
Where's their coronavirus? It is plainly ridiculadaseven suggest
such a correlation let alone a causal connection. (Less extreme
conspirationists claim 5G only left the inhabitants of Wuhan
more vulnerable to the in itself reat coronavirus. On what
evidence?).

For Icke 5G is part of a worldwide attemjat $py on us and to
enslave us and to kil more and more people. Even the
vaccines that will be invented to combat Corona will contain
nanotechnology microchips, he fears. This is a thoroughly
paranoid atmosphere we are presented with. With that mindset
it is understandable he sees setting fire to 5G masts as a good
thing...Healthy suspicion, OK, biltis is extreme.

15



5G damagesthe
immune system

W 5G prevents the
~. Oxygenuptake

VIRUS = COVID-19

Science

Making sense(?) of the conspiracy views on 5G and the coronavirus

Trying to make sense of the conspiracy views linking the
coronavirus tobG, which is by no means easy: there seem to be
two views. The "health concern” view claims that 5G weakens
our immune system, so we are more susceptible to any viruses
that happen to be around (as in Wuhan). The "paranoid
conspiracy" view of David Ickedmsses the need for a virus and
claims 5G prevents the uptake of Oxygen, which causes severe
lung problems. None of these views is supported by evidence,
since the spread of 5G doesn't match the incidence of CQYID
infections (and where it does, like large cities, more down to
earth explanations are possible, such as high population
density).

The pinnacle of paranoia is Icke's suggestion that, since the
number of COVI29 deaths is much lower than predicted, 5G
masts are built near hospitals as muchpassible to kill more
and more people who have died of the soalled coronavirus.

16



A HIERARCHY OF EBHINGS

BUT HAVE NEVER BEEN TOLD

DAVID IGKE

lcke: 60Our simulated reality is the
work of a highly negative force.

This quasteligious worldview of enslavement and liberation,
fear andlove, shows affinity with a certain historical worldview
that is worth going into. In his recent bo&kerything You Need

to Know But Have Never Been T@dl7) Icke gives some
glimpses into this worldview. It turns out he is a modeay
gnostic, when he extensively quotes form tRag Hammadi
Library a collection of early Christian and Gnostic tsex
discovered near the Upper Egyptian town of Nag Hammadi in
1945. TheChristian gnosticfhere were many others) were a
group of sects who believed the Jewish God was not the highest
Pawer but one of the lesser gods, and not a very exalted one at
that. In the Old Testament he indeed comes across as rather
jealous and vengeful. This lesser God the Greeks called the
"Demiulg€e’, which is not the Almighty Creator. In this
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cosmology, there is a whole hierarchy of beings, from the loBasan the Prince

of

this  World,

and his angels ®ophian the spiritual world and

the Pleromaabove it. (See table 1).

Icke shows affinity with this worldview: hlave been convinced
long before | saw the Nag Hammadi texts that our simulated
reality is the work of a highly negative force and this is what the
Gnostics go on to describe." In his universe, the world is under
the spell of evil influences, which feed batred, violence and
anger. Hence they are keen to provoke wars and disaster in
every possible way. From the two World Wars to 9/11, Icke sees
the hand of this hierarchy of evil beings, often called by him
"the llluminati" or "Lucifef. According to him, their work
includes the foundation of the United Nations, which aims at
aNew World Order and every attempt to come to a World
Government. The end goals of these beings, he feels, is to
enslave humanity. The only way out of this, he dodes, is to
lead a life of love and awareness, which makes one invulnerable
against these influences.

Table 1- The Gnostidckian Cosmology

GODHEAD/PLEROMA/TOTALITY/FULLNES

SOPHIA
WLYOFEfFYOSR ¢K2ad
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DEMIURGE/JEHOVA/YAHWEH/YALDABAO
ARCHITECT/SAMAEL/SATAN/LUCIFER/DEC
WS5AFFSNBY G ylFyYSas

ANGELS/ARCHONS/DEMONS/CYBORGS/VAI
GODS

Against this particular intepretation of the Demiurge by the
Christian gnostics the Greek philosopRotinuswould later
write his famous "Against those that Affirm the Creator of the
Kosmos and the Kosmos ltself to be Evil", ggdinst the
Gnostics for short. Here's a quote:

Moreover it is wrong to assume an evil origin and evil betngk&kos gegonengiof this world,
because of all theifficulties in it. This is rather the expectation of those who believe this world must
be as perfect as the intelligible when it is merely its image. And if we look around, we must admit
that there could be no fire, no earth, no celestial dome and no sttebthan those of our world,
other than their intelligible counterpartshis world is as perfect as a corporeal world can
be. (Plotinus,Against the GnostigEnneads 11.9, Ch. 4)

Ken Wilber discusses this topic3ex, Ecology, Spiritualit}995)

in the paragraph "Plotinus's Attack on the Gnostics" (p.-341
344). "Plotinus was uncompromising with those who wanted to
glorify either this world or the other woridthey were both
missing the point entirely." In the terminology of Wilber, these
Gnostics were"Ascenders”, who viewed all manifestation as
nothing but shadows, and evil shadows at that. Thecaied
"Descenders" recognized only the visible, tangible world. A more
nondual view sees all aspects of reality as infused with divinity,
even if in differat layers of intensity. Wilber sees Plotinus as the
"luminous beacon" in the West of this balanced approach.[4]
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This explains why Icke's focus is on wars, disharmony and
manipulation, where Wilber's focus is on development and
evolution. Wilber's metaphyss is different: he sees Spirit as
descending to the lowest level of matter, after which it returns
back and upwards towards the spiritual realms. He sees the
phenomena of evolutioms suclas "evidence for Spirit".[5] It is

all a matter of emphasis. Oner justify any metaphysics by
pointing to things happening in the real world, both positive and
negative. Icke's selection of events comes across as rather
paranoid behind the scenes, they are out to get you.

Some aspects of Icke's worldview border on titeculous and
here are the Reptilians:
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Icke's "reptoid hypothesis" posits that humanity
is ruled by descendants of reptilians from Draco.

Icke believes that the universe is made up of "vibrational" energy and consists of an infinite number
of dimensionghat share the same space. He advocates the existence of andimensional race of
reptilian beings called the Archons (or Anunnaki) who have hijacked the earth and that a genetically
modified humarArchon hybrid race of shapghifting reptilians knownas the Babylonian
Brotherhood, the llluminati, or the "elite", manipulate global events to keep humans in constant fear
o) the Archons can feed off  the "negative energy" this creates.
He claims many prominent public figures belong to the Babylonian Biudlod and are propelling
humanity toward an Orwellian global fascist state, or New World Order, atpgbt era where
freedom of speech is ended. Icke believes that the only way this 'Archontic' influence can be
defeated is if people wake up to the truéind fill their hearts with love Wikipedig

One wonders, if Icke is really exposing the powers of evil at such
a grand scale, wouldn't they come to get him? To end on a
lighter note: Ifit turns out thatReptilian Overlordare behind

the scene of all earthly eventswhy hasn't anybody worried
about the Amphibians?
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The Brotherhood which controls the woridday is the modern expression of the Babylonian

Brotherhood of reptileAryan priests and ‘royalty’ which came together there after the flood.

It was in Babylon in this pe#ibod period from around 6,000 years ago that the foundation

beliefs- manipulated beliefs- of today's world religions were established to control and rule
the people. (David Ick&@he Biggest Secret999)

NOTES

[1] "Davidicke, The Coronavirus Conspiracy: How COMDVill
Seize Your Rights & Destroy Our Economwyw.londonreal.tv,

April 7, 2020 , 2:33:28. This page has over 8.000 comments. The
video can be watched onww.bitchute.com Full transcript

[2] "Eixed Wireless Communications at 60G&HIue Oxygen
Absorption Properties www.rfglobalnet.com, April 10, 2001.
"Due to the high levels of atmospheric RF energy absorption, the

millimeter wave region of the RF spectrum is not usable in long
haul, wireless communications segments. Howevarsfmrt

haul, "last mile" segments, the expanded RF data bandwidth
available in the millimeter wave region makes it ideal for
interference free, fiber speed connectivity."

[3] "China Focus: Top mobile operators switch on commercial 5G
service$, www.xinhuanet.com, October 31, 2019. "The 5G
commercial services are now available in 50 cities, including
Beijing, Shanghai, Guangzhou and Shenzhen. Shanghai had
activated 11,89 5G base stations by midctober, which will
support the 5G network coverage across the city's key outdoor
areas, said the municipal administration of communications
Thursday."

[4] For a critique of Wilber's take on Plotinus see: Brian Hines,
"What Wilber gets wrong about Plotinlys

www.integralworld.net, November 2009. Hines states Plato or
Plotinus were Ascenders, and less nondual than Wilber wants us
to believe.

[5] Ken WilberThe Religion of Toonrow, Shambhala, 2017.
XGKS bONBIFIGAGS I ROIyOS Aylz2 y29Staeéb GKIFIG Aa RS
mere "chance mutation” (the evolution from strings to quarks to subatomic particles to atoms to
small molecules to massively intergmtted molecules to asexual cells and early organisjust for
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starterst is an awful lot of evolution in a universe that is supposed to be "running down" but can
easily be seen as yet more evidence of creative Eros or -Bpattion, "a seHorganizing sk-
0N} yaOSYRSYyd RNAGSZIbH d 9NROK WIFHyGaoOK Lizi AdGoX o
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Part 2: Debunking Andrew Kaufman's
Virus Equals Exosome Hypothesis

AVIRUS OR NOT A VIRUS

As a matter of fact, whenever | read an article on Corona and came upon
the phrase "what is really going on", | stopped reading.

Having spent the past couple of weeks reading up on the
"coronavirus" (how could one avoid it at all3gpnd the many
conspiracy theories that have sprung up around it, | wrote up
my impressions of the interview David Icke gave to London Real,
which was banned from YouTube in a few days after its release,
as you can read more fully i€brona, Oxygen, 5¢l1] | added
more and more material and videos to the essay (please watch
them there), until | considered making a sequel essay, where |
could draw some conclusions about this phenomenon of a
globalpandemic that has taken over all over our media outlets,
both offline and online, and has promoted so many contrarian
views among the general public.

Icke: 'There is
no COVID-19.

But first lets give an overview of the many possible ways people
can deviate from the currently accepted scientific view of the
Corona pandemtif we can even speak of such a view. Bear
mind that many scientists are very careful in making general
statemens or predictions, and are well aware of how much they
still don't know about this particular virus and its spread around
the world (even if we have sequenced all of its 30.000
nucleotides). It is those harbouring some kind of conspiracy
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theory that often $iow no such hesitations. They are fully
convinced they know "what is really going on." As a matter of
fact, whenever | read an article on Corona and came upon the
phrase "what is really going on", | stopped reading. This is a sure
sign the author of the jpice goes for a simple explanation for a
phenomenon that is very complex, and by far not fully
understood.

Most alternative views spread in conspiracy circles deny one or
more of the following steps. Let's do a simple test. Just say
Yes/No to the followingclaims. If you say Yes to all (even if
tentatively), you reach the accepted science view. If you say No
to one or more of these items, you might belong to some or
other conspiracy subculture:

The Conventional View of the Origin, Nature and
Treatment of theCorona Virus

The coronavirus:

Exists
Is contagious
Is harmful

Has a natural origin

1

2

3

4

5. Is not spread on purpose
6. Is not spread accidentally

7. Is the result of disturbing wildlife

8. Comes to us most probably from bats
9

Through an intermediate animal (pangolin)
Furthermore, as to its treatment:

10.  We must live in a temporary lockdown
11. Until a vaccin has been found, if at all

12. And the virus will weaken down

Each of these "Twelve Steps of Science" can be denied, on either factt
or imaginary grounds, leading tdissident science or conspiracy views.
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To stimulate your imagination a bit, let's walk through these
points one by one.

The first thing one would have to accept about the coronavirus
is of course, that it exists. But David Icke bluntly stated as his
opinion: "There is nho COMVD. It doesn't exist." For reasons |
haven't been able to fathom, Icke mixes up the name of the
virus (SARS0V2) and the name of the disease it causes
(COVIEL9). It shouldn't be too difficult, because the "D" in
"COVIB19" isthe "D" of "Disease". But anyways. He denies that
it exists (including both the virus and the disease of that name).
He does not deny people show symptoms attributed to COVID
19 or even die from it. What he wants to make clear is that
these people suffefrom adifferentdisease. It is here that he
largely relies on the opinions of Andrew Kaufman, as he has
offered them in a widely viewed YouTube video. More on that
later.

Next, even if one accepts the existence of the coronavirus, one
might deny it is cotagious. Some extremely dangerous viruses,
such as the Ebola virus, are not very contagious. It is a not very
effective strategy for a virus, because if you kill your host (the
body you have infected) before you have reach a new victim,
you have reached alead end. But some antiaxxers have
something else in mind: they demayyvirus is contagious, so no
vaccination is needed. How they explain the spread of an
epidemic or pandemic without a contagious virus is beyond me,
but usually they point to other comon causes, such as the
presence of toxic substances or poverty.

And again, even if the contagiousness of the coronavirus is
granted, one could make the point that it isn't really that
harmful. Some point to the fact that in terms of total deaths it
doesnt really exceed a heavy flu season. And even if our
Intensive Care departments are overcrowded with patients
suffering from severe respirational symptoms at the moment,
this only includes those of old age, who often suffer from
multiple ailments (and it imot always easy to decide what
actually caused their death). Elderly people are usually the first
victims of a flu season.
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Then we have to face the question of its origin: was it natural or
manufactured by humans? A natural origin means that the virus
passed on from some animal species to our own species. As you
can read in David Quammen's baBgillover: Animal Infections
and the Next HumarPandemiq2013), most viruses live in a
given species (the "reservoir'), where they don't make this
species ill, or at least not very seriously. Bats, of the mammalian
order chiroptera (or "handving") are often the most likely
candidate. Their viruses cammetimes jump to another animal

species (the "vector", which can be a camel or a pangolin or a
chimpanzee). This particular animal comes in close contact with
human beings and passes its viruses on to them. And in some
cases, the virus learns to adapt tine human body and
reproduce itself. And if the virus is "lucky", we pass it on to
others, by coughing and sneezingnd flying in airplanes. The
result is a worldwide pandemic.

Some people suspectand now we are in conspiracy territary

that the coronavirs doesn't have a natural origin. It is either
manufactured in a Chinese lab, with evil intentions to be used as
a bio weapon, or it accidentally escaped from such an
environment. It should surprise nobody that such viral labs exist
in many countries, eithreto understand the behavior of viruses
when they have jumped to humans, or to be prepared when
foreign enemies use biowarfare against us. Since the genome of
viruses can be sequenced fully it is in principle possible to detect
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any such signs of doctorings of now, this does not seem to be
the case for the coronavirus.

But assuming a natural origin of the virus doesn't mean we
humans are not involved. Most environmentalists, including
Quammen, argue that it is our relentless invading of the
remaining jun¢es of the world for our own economic gain that
has disturbed the habitat of these viral reservbost animals
such as bats. They are forced to leave their familiar niches and
move over to our life world if we don't eat them. It is true that
plagues haveccurred in all times and ages, but due to the fact
that the human populationis now 7.783.557.722 billion (as of
today, May 10th, 2020, 20:27 CET) and we have inhabited
almost allcontinents, the chances of such a viral spillover have

only increased.

Then, as to the best way to treat this pandemic, scientists
almost all over the world advise a lockdown, global distancing
and hygienic measures, for several months. Since this pudisy
severe consequences for the economy, many feel that the cure
is worse than the disease here, and suspect ulterior motives
behind our scientists and politicians. Others argue that, given
the newness of the virus and ip®tentiallydisastrous impact,

it's better to stay on the safe side and try to "flatten the curve",
until a proper vaccin has been developed and distributed. Again,
this is food for those conspirationists who think these
compulsory vaccination programmes will only poison or even Kill
ust they might even implant nanotechnology in our blood to
spy on us! Some see a dystopian surveillance society on the
horizon.

Incidentally, there are currently over 100 vaccin proposals under
investigation, and they follow different principles. For none of
them it is guaranteed they will work safely and effectively, so a
lot of time consuming testing is in order. And it is not even
certain a vaccin for COVI® will be found at all, since these
RNA viruses have a habit of mutating rather fast (as do the
reguar flu viruses). But whenever a safe and effective vaccin has
been produced and distributed, scientists expect that this
particular coronavirus will weaken to the level of a "regular” flu.
That means we will never fully get rid of it, and it is theretays

for a very long time indeed.
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Each of these "Twelve Steps" can be denied, on either factual or
imaginary grounds, leading to dissidesdientific or
conspirational views. Yes, the coronavimghthave been
escaped from a lab by accidentmightnot be as harmful as
many scientists have predicted,couldbe unrelated to any wet
market in China.

Or it might not even exist at all... Yes#151;believe it or rtbtat
too is possible.

MEET THE VIRUS DEN®A'S

Why on earth would we have an immune systenthia first place if not to
combat these invisible intruders?

Enter the conspirational world of David Icke and his "brilliant
scientist" Andrew Kaufman, who both turn out to be virus
denialists.

As | described inCorona, Oxygen, 3Gcke denies the existence

of the virus, because he has another culprit: in his considered
opinion it is 5G that is causing all the trouble, and the
coronavirus is only a cover up for this project. | will leave that
ideato rest here, because | am more interested in the biological
evidence he provides for the nexistence of the SARSHV2
virus. He is fully dependent on Kaufman here, so we will see
what he has to offer to advance this rather outlandish point of
view.

Andrew Kaufman: 61 think |
know what is really going on. d

Now why would someone want to deny tlegistenceof this
virust or in fact the existence anyvirus? More moderate
alternative views usually acknowledge the existence of a virus,
but deny either its contagiousness or its harmfulness. More
importantly, they promote a different view of health and
disease. It is not the germ or virus that makes & &iut our
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weak immune system, or so they say, which should be boosted
by several means (vitamins, good food, no eleammog, etc.).
OnKaufman's YouTube chanwve¢ see iwdeos on health food,
detox, dentistry, etc., so he definitely belongs to that camp. Now
it seems to me patently obvious that nobody argues that the
immune system is irrelevant in this discussion. Why on earth

would we have an immune system in the firsag# if not to

combat these invisible intruders?

r
[ : LT
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MA #3: The Whale Toath SPECIAL REPORT: Humanity Medicamentum Authentica
wi's/q Dr. Dirk is NOT a virus! #4 - Detox
12K views = 1 month F.!]f'l 164K views « 1 month ﬁf]l'.- 14K views = 1 month F.f]-.‘.l

Andrew Kaufman's YouTube channel on healthy living.

Here's Kaufman's YouTube video in which he presents his "virus
equals exosome" hypothesis (see abart 1for more details

and a critical take down). It has received close to 165.000 views
as of today. Oddly enough, it carries the title "SPECIAL REPORT:
Humanity is NOT a virus!" Is anybody claiming it is? The real title
of this video is "Is COWMI really an exosome and not a virus?"
Again, this is funny: it is a question a sceptic would raise when
viewing his video. The question he answers himself is rather the
opposite: "Is COVHDO really an virus and not an exosome?"
That is what Kaufman is gstioning: the existing of the virus
that causes COVII®.

Andrew Kaufman, "Is COWVAIO really an exosome and not a virus?"

Kaufman argues along the following lines: the coronavirus has
not been isolated, so it can't be called the cause of any disease if
we are to follow the so calledoch's postulatesafter the
German physician Robert Hermann Koch (18830). Koch's
postulates are the following:

1. The microorganism must be foumu abundance in all
organisms suffering from the disease, but should not be
found in healthy organisms.
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2. The microorganism must be isolated from a diseased
organism and grown in pure culture.

3. The cultured microorganism should cause disease when
introducedinto a healthy organism.

4. The microorganism must be reisolated from the
inoculated, diseased experimental host and identified as
being identical to the original specific causative agent.

Kaufman: 'There is no
evidence for a virus.'

These postulates, however, were formulated when the
existence of viruses was not yet established, and makes sense
when applied to bacteria. In the case of viruses, the first
postulate doesn't apply, because they can also be found in
healthy people (the so called "asymptori@tcases). Of course,
one can argue what it means to be healthy, and if that only
means the absence of symptoms or really the absence of
viruses. The second postulate, too, doesn't apply, because
viruses are a form of quakfe, that can't be grown in aulture

as is the case with bacteria; they only thrive when they have
infected a cell. That's in fact how viruses are studied by science.

More importantly, Koch noticed himself that these postulates
needed some amendment:

However, Koch later abandoned thwiversalist requirement of the first postulate altogether when

he discovered asymptomatic carriers of cholera[4] and, later, of typhoid fever. Asymptomatic or
subclinical infection carriers are now known to be a common feature of many infectious diseases,
especially viral diseases such as polio, herpes simplex, HIV/AIDS, and hepatitis C. As a specific

example, all doctors and virologists agree that poliovirus causes paralysis in just a few infected
subjects, and the success of the polio vaccine in prengrdisease supports the conviction that the
poliovirus is the causative agenWikipedid

Likewise, "all doctors and virologists" agree that the SBR&
virus causes the severe acute respiratory syndrome (the
meaning of "SARS") "in a few infected subjects", and that the
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success of a future vaccine against this virus "supports the
conviction" that this virus is the causative agent of COGMD
Koch's postulees have been expanded upon by several
scientists (most notablfhomas Rivejs but "these
modifications are still controversial in that they do not account
well for established disese associationsWikipedig. Obviously,

we should take these rules lightly. We are talking about
"established disease associations" only (you can find naore
Koch and Rivers ipart 19.

Colorized transmission electron micrograph
showing HIN1 influenza virus particles

(wikimedia)

Kaufman argues from a different standpoint: it is not that
viruses may or may not be the causative agent for a certain
disease, butthat they don't exist in the first place! As he
concludes his presentation: “there's no evidence for a virus."
This is quite odd, given the fact that the SARS2 virus has
been fully sequenced last January, and that its place within the
evolutionary family tree of corona viruses has been established
based on these data. Furthermore, viruses have been
photographed with the help of electronmicroscopy with a very
fine details (see the H1N1 influnza particles image showing the
surface proteins on the virygarticles in black).

Instead of accepting the plain existence of viruses, Kaufman
argues that what is actually seen under a microscope are so
called 'exosome$ and this is what tb larger part of his
presentation deals with. Exosomes can be seen as the "garbage
bags" of a cell, that are able to dispose of cell material by
packaging it in a small membrame and fusing this with the cell's
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own membrame. They also serve a communicatfanction
between cells.[2]

Now a virus has four challenges to face, according to Quammen,
before it can be successful in an evolutionary sense
(Quammen Spillover p. 268):

1. How to get from one host to another
2. How to penetrate a cell within that host

3. How tocommandeer that cell's equipment and resources
for producing multipe copies of itself

4. How to get back out out of the cell, out of the host, onto
the next

It is step 4 that shows similarity to what exosomes usually do:
dispose of cell material. It is diszed in the literature that the
ability to form these vesicles might have been the result of past
viral infections, in which the genes for building these packages
are integrated permanently in the host cell's genome. There's
even a kind of spectrum betweeattive viruses, inactive viruses,
exosomes with viral genetic material and exosomes without any
viral genetic material. These exosomes turn out to play a role
both in viral infections and their suppressidut that is another

story.[3]
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Exosomes are exacellular vesicle having a unique biogenesis pathway via multivesicular bodies.

(Wikipedia)

Now, Kaufman points to the visual resemblance between the

coronavirus and exosomes. Some virus types might superficially
look like exosomes under a microscope, but that's not the case
for all virus types. Some are indeed spherical, but some are
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complex (ke a moorlander), icosahedral (geometric) or helical
(spiral):

Spherical Helical

Complex Icosahedral

Different forms of viruses

To establish the link between viruses and these exosomes, small
vesicles which exist in most cells of the body, in his presentation
Kaufman prominently quotes a wedhown AIDS virologist
Janes E.K. Hildreth as saying "the virus is fully an exosome in
every sense of the word."

lames Hildreth, M.D.

President and Chief Executive Officer
of Meharry Medical College

Former Professor at Johns Hopkins
HIV researcher

“...the virus is fully an exosome in every sense of the word.”

Andrew Kaufman misquotes James Hildreth in support of his own opinion that viruses are actually
exosomes (confirmation bias).

Here's what Kaufman says about how hiBnion about viruses
being exosomes was "confirmed" by the scientific literature
and it is telling about how he operates:

| happened to look into the virology literature and actually tiasothink that viruses and exosomes
are possibljthe same thing. Tik is James Hildreth, a very famous researcher and academic physician

34



in the field of virology and HIV research [lists his many other credentials] and he wrote this paper
with two of his colleages there, and what he said, and | quote, "the virus is fux@ome in every
sense of the word." Now this was just a great confirmation of what | was already thinking. | was kind
of blown away when | read this in a paper. Because this was one tddtyapers | looked at. To

find that they have come to the sane®nclusion really helped validate my opinion." (25:00)

Does this sound like competent research? Looking "into the
virology literature” makes someone conclude viruses don't exist
and are really something else? Or was it only the last paper he
looked atthat gave him that erroneous impression? Has he
reallly read and understood this paper (which is about viruses
hijacking exosome pathways in cells, not about viruses and
exosomes being the same thing)? Kaufman just grabs a quote,
from "one of the last papes | looked at", and sees confirmation
of his own views (and was even "kind of blown away"). And even
if he phrases it with caution, "possibly the same thing", he gets
carried away by his preconceived notions about viruses actually
being exosomes. Confirmian bias is in full swing here.

And no, the author quoted here, James Hildreth, does not
believe that "viruses and exosomes a@ssiblythe same thing".
Not even as a possibility.

We¢l 9 + L w!THE RANDEMEC!Y R@AL

This sentence "the virusfslly an exosome in every sense of the
word" actually occurs as a quote attributed to Hildreth in the
article "When is a virus an exosonfeBy William A. Wells[4].
(The verytitle of the Wells article suggests of course that there
are many cases where a virusn@ an exosome.) And in this
article the quote is not referenced. The article by Hildreth and
two colleagues to which Kaufman most probably refers, "The
Trojan exosoméaypothesis"[5], is listed in the references of the
Wells article, but doesn't contain this quote "the virus is fully an
exosome in every sense of the word" at all. But it has gone viral
in the altmedicine communities by now.

The Wells article starts likdis (and this basically says it all): "A

bold new theory suggests that retroviruses have hijacked an
intercellular communication system for both their biogenesis

and spread.”
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Now | don't claim any medical expertise in this area, but when |
read this artcle as an interested layman, | get the message that
under certain circumstances, an AIDS virus can hijack the
exosome pathway (i.e. the ability to create vesicles and hide
within them, and thus escape the cell's immune system). The
very first line of the smmary of "The Trojan exosome
hypothesis”, of which Hildreth is mentioned as the last author
(usually the group leader or supervisor) reads:

We propose that retroviruses exploit a ceticoded pathway of intercellular vesicle traffic, exosome
exchange, foboth the biogenesis of retroviral particles and a tefficiency but mechanistically
important mode of infection.

So we have (retro)virussen on the one hand, and exosomes, or
their cellular pathways, on the other, which get exploited by
these viruses. Onewonders what words in this sentence
Kaufman didn't understand.

Just to give you a flavor of real science, | give you a long quote
from the Wells article, from where you can see that "the virus is
fully an exosome in every sense of the word" isuareferenced
guote, attributed to Hildreth:

Hildreth was looking at human proteins that HIV acquires during its biogenesis, and noticed that
lysosomal proteins were in the mix. This ties in with recent findings in this and other journals that HIV
is packagd in late endosomes (for review see Amara and Littman, 2003).
In uninfected cells, this endosomal compartment invaginates to form small, internal vesicles. The bag
of vesicles, or multivesicular body, can fuse with the plasma membrane to disgorge tlsdes/e
named exosomes, which then travel to other cells to transmit messages. In the immune system,
exosomes transfer peptideaden MHC proteins to noninfected cells, and also act as miniature
versions of antigeipresenting cells.

Hildreth: 'The virusi sreal.'

| Af RNB(K VY2 ¢thdIMNB Isiflly Sriexo8oihk i evéry sense of thewdrd h G KSNE K ¢
found that HIV particles contain MHC, but by the exosome hypothesis they may also contain proteins
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that exosomes use to fuse with target cells andavoid attack by complement. As Gould points out,

'y SE2&a2YS YI{1Sa | LISNFSOG @SOG2N) F2NJ I L+x 06S0O!I d
a2YSUKAY3 aKI G Aa YStyi g2

The idea may explain how HIV both infects cells that lack recefo its surface gp120 protein, and

avoids robust, ViruRA NSO SR AYYdzyS NBALRYAaASad a9d8aed AT 2y S
LI GKgte& 2F SYyiNBz 1L+ gAff KI@S GKAA aSO2yRzI | f
Hildreth.[2] (emplasis added)

Now, all medical subtleties aside, | read this as an interesting
field of study of the behavior of the HIV virus within an infected
cell, not as an argument for the equivalence of viruses and
exosomes! Let alone as an argument to do away withses
altogether!

Just in case you still might have any doubts, | checked with
Hildreth on Twitter about him being quoted by Kaufman on the
matter of viruses being exosomes, and not the cause of GOVID
19 at all, and this was his almost immediate response:

ool VENL #StayConnected 4G 20:37 4 60% Il )

4 Tweet

Frank Visser @ReusVisser-2 u
@JamesEKHildreth Please note your
name is used by Andrew Kaufman in a
video claiming there is no SARS-CoV-2
virus, because it's all a matter of
exosomes. integralworld.net/
visser166.htmil

Bl {1 Q o Il

\ James E_K. Hildreth
\ @JamesEKHildreth

Als antwoord op @ReusVisser

The virus is real. The pandemic is real
and is caused by the virus. Period.

Vertaal Twest

18:43 - 09-05-20 - Twitter for Android
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And here's another Twitter post from Hildreth, in which he
explicitly distances himself from Kaufman and confirms he is
taking the coronavirus very seriously:

ull Vodafone NL Wi-Fi = 1512 7 59% )

4 Tweet

ﬁ James E.K. Hildreth

8 @JamesEKHildreth

Apparently some are citing my work
on HIV and exosomes to claim |
dismiss the COVID19 virus as a
serious threat. Here is the paper and
as you can read for yourself | do no

such thing. COVID19 is a totally
different virus and is a serious threat.

Vertaal Tweet
HIV As Trojan Exosome:

s Immunological Paradox Explained?
= .. frontiersin.org

17:01 - 27-05-20 - Twitter Web App

Tweet je antwoord

o] Q 9 =

So much for the scientific credibility of Andrew Kaufman's
pronouncements on viruses beingx@somes... As to viruses
being exosomes, he doesn't even bother to refute this, because
he knows some viruses just know ways to-opd cellular
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processes, inluding exosome pathways.[5] There is no
equivalence between viruses and exosomes.

SeePart 3 in which | take a deeper dive into the phenomenon of exosomes, and the literature
Kaufman has "quoted" in support of his opinions.

KAUFMAN'S PROFESSNDNRACK RECORD

Checking up on Kaufmanmedical career, | found the following
information onDocinfoabout forensic psychiatrist Andrew
Russell Kaufman, MD (graduated from South Carolina in 2004, so
this must be him): SUSPENSION OF MEDICAL LICENCE, four years
after graduation, and REPRIMANDED some years later (in both
cases no details are listed).

Thanks to the research @fr. Kevin McCair(from "Hoaxes

Debunked") the reasons for the suspension have been
uncovered:

CauseDr. Kaufman participated in a research project that offered participants a $25 gift code to
amazon.com as an incentive. After the study concluded Dr. Kaufman used nearly all the remaining
gift codes, which had been purchased with unrestricted grant money from a pharmaceutical
company, to purchase personal items. Dr. Kaufman later took stepsnitecthe order and return

the merchandise. However, as a result of his actions, Dr. Kaufman was suspended from the residency
program and notified that his status would be listed as nonprogram completion, which caused his
resident training license to becomeactive. Duke University and Dr. Kaufman have since executed
an agreement providing for a simonth remediation program beginning on January 1, 2009 that will
enable Dr. Kaufman to complete his residency program.
Action: 11/26/2008. Consent order execute Dr. Kaufman is issued a resident training license.
Simultaneously, with the issuance of said RTL, the license is suspended for six months but stayed
except for a period of 30 days beginning on December 1, 2008, during which Dr. Kaufman shall serve
an adive suspension. Dr. Kaufman is placed on probation for the duration of his resident training
program and must comply with condition®orth Carolina Med&l Board 2008)
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Education

Medical University of South Carolina College of Medicine
Year of Graduation: 2004

Certifications o

Forensic Psychiatry *

Paychiatry ~
Active Licenses

New York

Actions

Horth Carolina
2008-11-26 SUSPENSION OF MEDICAL LICENSE Mo document avalable; refer to Doard site

Chio
2011-03-08 REPRIMANDED Mo document available; refer to board site

Medical record on Docinfo of psychiatrist Andrew Russell Kaufman, MD.

This matches the credentials Kaufman gives in his video:

What | think COVID-19 Really Is

Andrew Kaufman, M.D.

Licensed and Board Certified in Psychiatry and
Forensic Psychiatry

Former Assistant Professor of Psychiatry, SUNY
Upstate Medical University

Former Medical Instructor of Hematology and

Oncology, Medical University of South Carolina

+ Paychiatry Residency, Duke University

Kaufman's video has now been fllagged by YouTube as
"inappropriate contentt | am sure conspirationists wikream
"censorship"!:

This video may be inappropriate for some users.

1 UNDERSTAND AND WISH TO PROCEED
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A MORE INTEGRAL VIR HEALTH
So to conclude, we have the very odd situation of:

1 A medical amateur David Icke, arguing for an unsupported
connection between 5G and COVID,

1 Who relies on a scientist Andrew Kaufman, who had not
found any evidence for this connection.

To make things worse,

1 Kaufman, who is not a virologist, argues for the nhon
existence of viruses and/or the equivalence of viruses and
exosomes, and quotes a real virologist James Hildreth in
support of that claim.

1 Bu when asked Hildreth denies to hold any such view.
Hildreth fully acknowledges the existence and causal
agency of the SARS\2 virus for the COVHDI
pandemic.

Layers upon layers of quicksand, until we reach the rock bottom
of science.

So much for theseonspiracy claims beings based on science.
And this disinformation is transmitted to millions of people,

under the guise of individual freedom of speech, by the
platforms of Icke and London Real.

The causes of disease can be both biological (bacteria,
viruses)and physical (toxic substances, pollution).

| found it also quite ironic that all these gerr virus denialists
who are in favor of good food and immune system boosting
practices and hope this will cure all of our ills, see themselves as
fighting ahuge medicafinancial establishment, which tries to
force vaccines on us and worse, and robs us of all our individual
freedom (and health). But if you look into the history of
medicine, the germtheory of disease had to fight the rigid
establishment of dlk medicine and practices, which held on to
the so called rhiasma theory of disease ("miasma" meaning
"pollution”). So disease was caused by toxic elements in the
environment or lackof fresh air, not germs. The resistance to
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NOTES

the suggestion of Semmelweis to doctors to wash their hands
before investigating pregnant women, which saved millions of
lives, is illustrative of the strength of this pseientific
worldview. It was only when d@teur formulated the germ
theory of disease that this advice was understood and followed.

Be that as it may, we shouldn't exchange one -raith for
another halftruth. Why not see the complete picture? Taking a
more integral of health and disease, weosiid accept both the
idea that some (but definitely not all) germs can cause disease,
and that a clean and healthy environment is conducive to
health. The causes of disease can be both biological (bacteria,
viruses) as in the scientific vieamd physical {oxic substances,
pollution) as in the alternative view. Why deny one over the
other? | suspect that those who resonate with these odd virus
denialists are afraid germs are seen by science asthecausal
agents in disease, to the neglect of environmanactors. But
that is not a necessary conclusion at all.

We can acknowledge both the existence and (sometimes)
harmfulness of bacteria and viruses and at the same time see
most of them as inseparable and necessary parts of nature and
our bodies. There i80 need to let amateurism and unsupported
claims get the better of us. Least of all to listen to virdcases

like Icke and Kaufman, who with no or little real expertise try to
challenge the scientific world.

[1] Frank VisserCorona, Oxygen, 5G: The Paranoid Worldview
of David Ick& www.integralworld.net, April 2020.

[2] Viviane Callier,Cells Talk and Help One Another via Tiny
Tube Network quantamagazine.org, April 23, 2018.

[3] Esther Noltét Hoen et.al., Extracellular vesicles and viruses:
Are they close relative$?Proc Natl Acad Sci U S A. 2016 Aug 16;
113(33): 915%:161.

[4] William A. Wells,When is a virus an exosonied @Il Biol.
2003 Sep 15; 162(6): 960.
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[5] Stephen J. Gould, Amy M. Booth, and James E. K. Hildreth,
"The Trojan exosome hypothesi®roc Natl Acad Sci U S A. 2003
Sep 16; 100@): 1059210597.
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Part 3: We Need to Talk about Exosomes

FRANK VISSER

Denying the existence of the SAB&\2 virus, and not just its
harmfulness or contagiousness, is a very irresponsible and dangerous act.

Who would have thought that | ever had to wrid® essay about
exosomes for Integral World? BEwhat?The concept was
introduced to me byAndrew Kaufmam his video about the
non-existence of the coronavirus (which had been promoted
by David Ickén his notorious interview with London Real). In his
opinion, "there is no evidence for a virus." Instead, according to
Kaufman, what is really causing the symptoms of CQ9I3
something else, (an insult, toxins, radiation), and this causes
exosomes to show up in cells. And these exosomes look very
similar to the supposed coronavirus, or so he thinks, that's why
they are mistaken to for a virus. What is more, these exosomes
are a good hing, not a bad thing like a virus, says Kaufman,
because they get rid of cell waste products.

Andrew Kaufman's "Virus Equals Exosome" Theory about CENID

KAUFMAN SCIENCE
Unspemﬂgd Cé.lu.s ©s SARSC0\2 virus
(stress, toxins, injury, _
) A real virus
psychological trauma, etc.)
P
P
"COoVIBEL9" COVIBL9
A socalled "viral disease" A real viral disease
154 15
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EXOSOMES Vaccination and
expel waste from cells social measures

This highly unorthodox and dubious view of COY8has been
debunked inPart landPart 2of this series, but we need to
focus more on the concept of the exosome itself now, to really
understand what Kaufman driving at. And we need to assess if
he was justified to quote virologist James Hildreth out of context

to the extent that "the virus is fully an exosome in every sense of
the word't and hence claim confirmation from science for his
own opiniong given thefact that Hildreth, as we have seen,
firmly believes in the existence of the coronavirus, as he was
quick to communicate to me on Twitter when | notified him
about Kaufman's claims.

Andrew Kaufman, "Is COVIIO really an exosome and not a virus?"

WHAT AREXOSOMES?

So first, whatreexosomes according to regular science, and
why should we bother?

Exosomes are membrane bound extracellular vesicles (EVs) that are produced in the endosomal
compartment of most eukaryotic cells. The multivesicular body (MVBi isndosome defined by
intraluminal vesicles (ILVs) that bud inward into the endosomal lumen. If the MVB fuses with the cell
surface (the plasma membrane), these ILVs are released as exosomes. In multicellular organisms,
exosomes and other EVs are preséntissues and can also be found in biological fluids including
blood, urine, and cerebrospinal fluid. They are also released in vitro by cultured cells into their

growth medium. YWikipedig

This would be enough for most of you to stop reading, but let
me try to summarize. Exosomes are small bubbles within most
of our cells, both sick and healthy, which are produced by these
cells and contain various material. They can leave the cell
(henceexosome) and enter other cells or the exicallular
areas, with various consequences. Research into the origin of
these exosomes, their role in disease and possible therapeutic
applications has really taken off in the past decade.
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From a very recent (2019) overview article on exosome research
we learn:

Exosomes are small (~3@0 nm) lipid bilayeenclosed particles of endosomal origin. They are a
subset of extracellular vesicles (EVs) that sgereted by most cell types. There has been growing
interest in exosome research in the last decade due to their emerging role as intercellular
messengers and their potential in disease diagnosis. Indeed, exosomes contain proteins, lipids, and
RNAs that ar specific to their cell origin and could deliver cargo to both nearby and distant cells. As a
result, investigation of exosome cargo contents could offer opportunities for disease detection and
treatment.[1]

Kaufman gives a table in his presentation abthé supposed
similarities of exosomes and the SARS/2 virus, implying that
scientists might very well have confused the twBut these
similarities are deceptive or even naxistent.
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Exosomes COVID-19

Diameter inside 500 nm (MVE) 500 nm
cell

Diameter outside 100 nm 100 nm
cell

Receptor ACE-2 ACE-2
Contains RNA RNA

Found in Bronchoalveolar Bronchoalveolar
(lung) fluid (lung) fluid

Similarities between exosomes and SARB\2 according to Andrew &ufman.

Kaufman claims these exosomes look very much like viruses, but
that's not the case. Multiple exosomes in a cell exist within a
Multivesicular Endosome (MVE) or Multivesicular Body (MVB),
so the size of the exosome (both within and outside the é=ll)
much smaller than that of the MVE/MVB. It is unclear why
Kaufman thinks that the virus in the cell would be five times
bigger than an extracellular virus! As explained earlier, viruses
have various forms, from spherical to geometric to spiral, and
eventhe similarity between the new coronavirus and exosomes
is superficial: exosomes don't have the spikes that are so
characteristic of coronaviruses. Besides, exosomes don't
multiply like viruses typically do within the cells they have
infected.

So what's lhe point of drawing attention to these "similarities",

to be able to deny the existence of the virus itself? In Kaufman's
opinion, these "bubbles" are not the cause of COWbut the
result of it. They are especially produced in sick cells. Wrong
again,they are produced in healthy cells as well.

Some of the False Statements about CO\NMDby Andrew Kaufman

Exosomes and viruses look the WRONG: viruses have various
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same, and are indistinguishable.

shapes, and differ from
exosomes.

Exosomes and coronaviruses look
the same.

WRONG: coronaviruses typically
have large spikes.

Exosomes are produced by sick
cells in lungs.

WRONG: exosomes exist in mos
cell types.

"The virus is fully an exosome in
every sense of the word"

WRONG: exosome®n't have
spikes and don't reproduce.

There is no evidence for a virus, it
doesn't exist.

WRONG: SARRV2 has been
fully sequenced.

COVIBL9 has other causes than a
virus (such as toxins).

WRONG: symptoms can
specifically be related to the
virus.

The causes of COAD® are mostly
environmental.

WRONG: symptoms spread like
an infectious disease.

In a long interview with London Realhe same medium that
featured the interview with David Icke as discusse@ant It
Kaufman elaborates further on the relationship/identy of viruses

and exosomes:
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Andrew Kaufman: 61 think |
know what is really going on. 6

So the structure of exosomes would be, they are v&@mgple, very small, the same size as virus
particles, there is a range of sizes as there are for viruses as well, and they have a very simple
structure, a membrane, several proteins on the membrane, one of them is a receptor, like a key
mechanism that fids the right lock of the target cell, so it can to into the target cell with which it is
supposed to communicate, and then inside the vesicle there is some kind of genetic material. And it
could be a variety of different materials, it could be various i DNA and RNAjust as it has

been described in virus particles.

So, there is another role that has been demonstrated in scientific studies where sometimes these
exosomes can take up toxic materials, like bacterial endotoxins, from the environmemndetie

cells, and then prevent the cells from being exposed to these toxic materials. So that may be one
role.

So, the reason why this is so important is, one, the similarities have been recognized by scientists,
including virologists, and many times sttists have actually said they are the same thing, or they
have substantial overlap. Including prominent virologists. And they also found them to have a
combination of what they call viral RNA or DNA mixed with human RNA or DNA. So remember from
what | sail earlier that we don't know the true source of what they call "viral genetic material". And
nonetheless, whatever it is, they found it in our own body, in these exosomes. (1:40) [2]

Now this is patently untrue. Kaufman suggests that we have
never seen virses (but check out some stellar photos of the
SARS0V2 virus at the bottom of this article), and that what we
see under a microscope are actually exosomes, which look very
similar (in his opinion). And this has been "recognized by
scientists, including/irologists™? Care to name a few? Here's
another vague generalization: "many times scientists have
actually said they are the same thing." Again, no references are
given. And to top it off: "Including prominent virologists." He
obviously has James Hildreth mind, whom he quotes in his
earlier video on COVIIY. These exosomes can indeed contain
viral RNA or DNA (not "what they call viral RNA or DNA", no,
from a real virus) for reasons that Kaufman cannot explain to
you. The true source of "what they caliral genetic material™ is
very well understood by science, as you can see when you read
the relevant literature. But Kaufman claims support from a
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famous scientist who doesn't share his viewke deep pit of
pseudoscience.

| am afraid dr. Kaufman canheell us fact from fiction, as the
title of this London interview proudly claims: he adds more
fiction of his own. It is not entirely clear what his agenda is: cast
doubt on the existence of viruses suc? Or only this particular
virus? Might as weltleny the existence of atoms. Perhaps he
does as well.

Is it more economical to explain COMI® symptoms with some
unspecified cause than with the SAB&V2 virus? If these
symptoms are caused by an unspecified other cause (or causes),
how can the contagiusness of the disease be explained? Take a
simple example like the following. Most members of a
Washington choir become ill after only two rehearsals, due to
one of its members having COWVIB.[3] Two died, 87%
developed symptoms. Food poisoning, streéfesyr, cancer, 5G,
toxins? A virus is the most economical explanation for this
spread of the disease, especially because it is transmitted from
the human throat through the air, and collective singing of
course intensifies this risk considerably. Lack onhtilagion
finishes the job.

Denying the existence of the SAB&V2 virus, and not just its
harmfulness or contagiousness, is a very irresponsible and
dangerous act. It leads to behavior that increases the chances it
will spread to all of us. It will divepur attention from the real
harm that is being done by the coronavirukaufman
recommends: just take Vitamin C! (I am serious).

* Vitamin C

— Powerful antioxidant helps reduce damage from

toxin-induced oxidative stress (free radicals)

Medical advice from Andrew Kaufman against COMI®)

Rebecca Novick, in a long article Mediumin which she
debunks Kaufran's video point by point, has called this behavior
"sinister", and | agree:
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Most conspiracists I've come across accept the real and present danger of the coronavirus while
claiming that it's mammade and/or designed to rboot society in some way post kaown to strip

us of individual rights. These people do not suggest that the coronavirus is not real or not a health
risk, although some may think it's dangers are being -®odd. Others, however, go further. It is in

this more sinister camp that we firttle likes of Dr. Andrew Kaufman... .[4]

Check ouPart 2to see the twelve aspects of the scientific view of CGMEhat can be denied by
conspirationists or dissiderscientists.

QUOTINGSCIENCE OUT OF CONTE

As discussed in Part 1 and 2, Kaufman makes much of a quote by
James Hildreth as saying "the virus is fully an exosome in every
sense of the word" , as you can see in this slide of his video:

James Hildreth, M.D.

President and Chief Executive Officer ‘ : 'l s
of Meharry Medical College ! - v
Former Professor at Johns Hopkins

HIV researcher

‘...the virus is fully an exosome in every sense of the word.”

Andrew Kaufman misquotes Jamésildreth in support of his own opinion that viruses are actually
exosomes (confirmation bias).

Did Hildreth mean that viruses observed under the microscope
are actually exosomes? Not by any stretch. His "Trojan
hypothesis" postulates that (real) viruses nddde
within exosomes, and thus escape our immune system's
attention. (Hildreth's quote refers to the AIDS virus, which works
different from the coronaviruses, but never mind the details.) In
computer language, a "trojan horse" is a sort of malware which
is the camouflaging of authenticated or legitimate software. The
similarity with real viruses is very illustrative: they hide their true
nature so they can pass the virgsan (the computer's immune
system). As we can be misguided by a computer virusasohe
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cell mistake a virus for an exosome that is just doing its daily
duties.

Hildreth now proposes that “the virus is fully an exosome in every sense of the word.”
Others have found that HIV particles contain MHC, but by the exosome hvpothesis they
may also contain proteins that exosomes use to fuse with target cells and to avoid attack
by complement. As Gould points out, an exosome makes a perfect vector for HIV,
because an exosome “is not just proteins in a vesicle, it's something that is meant to
traffic.”

The unreferenced quote ascribed to Hildreth in Wells' 2003 article.

Unfortunately this quote from Hildreth has now gone viral (pun
intended) by Kaufman's misuse of it. Hideo has been
watched by an incredible number of 166.000 people by now,
and that number will most likely increase even more.

I have been searching for the context of this particular quote
from Hildreth, but found it only mentioned in passing in the
article "When is a virus an exosome?" by William A. Wells[5].
Wells references an article of which Hildreth wasacmhor
called "The Trojan exosome hypothesis"[6], but unfortunately
that article doesn't contain that particular quote. When | asked
Hildreth on Thitter for clarification directly he did not respond.
Obviously he doesn't want to waste time on these pseudo
scientific fabrications. So what | did instead is search the recent
overview literature on exosome research for any reference to
Hildreth's "Trojarhypothesis".

This is what | found about the "cargo" of these vesicles, again in
the same overview article | quoted from earfieand again, bear
with me about the medical jargon:

In addition to proteomic cargoes, exosomes carry genetic materials inclugiiR§lA, various nen

coding RNAs, mitochondrial RNAs, and mRNAs [Fig*I{by.mechanisms for loading these cargoes

is not yet known, though it has been proposed that RNA cargo associates with sphingomyelin and
cholesterol enriched regions of the buddingembrane prior to bud formatio.A different model
involves the sorting of RNA by sumoylated hnRNPA2B1 via the presence of a "zip code" in the 3'UTR
of mRNA?2*#Conversely, it has been noted that exosomal RNA cargo reflects the state and
cytoplasmic ontent of the cell of origifi!Regardless of the loading mechanism, it has been
determined that exosomes provide a method to exchange genetic information between
cells* Considered the main functional component of the exosome, once in the recipienRoeH,

plays the role it would in the cell of origin (e.g., mIRNA repressing target nfRNw}. said, the RNA
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transported by exosomes is not always native to the cell; infected cells have been noted to produce
exosomes containing RNA of viral origin whighon uptake, infects the recipient céllAn extreme
example of this can be seen with the Human Immunodeficiency Virus (HIV) for which it has been
postulated that the membrane casing of the virus is in fact a hijacked exosome carrying viral
RNA¥[1]

These are the key sentences: "the RNA transported by exosomes
is not always native to the cell; infected cells have been noted to
produce exosomes containing RNA of viral origin which, upon
uptake, infects the recipient cell." So viral genetic material can
hide within exosomes to exit the cell and continue its
devastating work. This is followed by a direct reference to
Hildreth's Trojan hypothesis: "An extreme example of this can
be seen with the Human Immunodeficiency Virus (HIV) for which
it has been postulad that the membrane casing of the virus is

in fact a hijacked exosome carrying viral RNA." So this is a
particular hypothesis ("it has been postulated") by Hildreth
about the behavior of the AIDS virus. It not a categorical
statement aboutanyvirus beimgactuallyan exosome, as
Kaufman wants us to believe. Far from it.

Novick is therefore again spot on when she concludes:

Is SARE0V2 an exosome? No. But it would like you to think it is. It certainly has Dr. Kaufman
fooled. And it also fools our immune systems...
Exosomes and SARSBV2 are, he claims, "essentially the same in every important way." All except
for one very important way, Dr. Kaufman. An exosome is an enzyme that holds great promise for our
understanding of cell communication and chemigathways. SARS0V2 is a virus that walks, talks

and acts like an exosome and has infected, crippled and killed millions of human beings.[3]

Is SARE0V2 an exosome? No. But it would like you to think it is. It certainly has Dr. Kaufman
fooled. And it ado fools our immune systems...
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WE NEED MORE SCIENCET LESS

"Ribbon view" of the human exosome complex.

In the science view everything can in principle be specified: how
the virus infects the cell, how if reproduces, how it leaves the
cell, and howit further infects new cells. In Kaufman's medical
"theory", there is no mechanism specified between the various
causes and the symptoms of the disease, other than that they
supposedly weaken our immune system. But even if that were
the case, for exampledezause of 5@ remember, this was the
main thesis of David Icke in his London Real intervigwvould
require areal virusto take advantage of that weak immune
system.

But Kaufman doesn't even consider that option: he plainly
denies the virus is realThere is no evidence for a virus." His
contention that the virus is actually an exosome is without any
factual basis. To repeat: science offers a much more interesting
connection between viruses and exosomes: in a certain phase of
the viral life cycle, win the virus needs to exit the infected cell,

it hijacks the already existing exosome pathways to encase itself
in a way that escapes the immune system's attention. Again,
science can specify the mechanisms involved to the very
molecular detail. Pseudscence cannot do this, or it invents
imaginary mechanisms of its own, which results in
disinformation.

COVIEL9 can lead to terrible complications, including not only
the lungs, but the heart, blood vessels, digestive tract, kidneys,
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brain and even the cerdit nervous system.[7] This is due to the
receptor it uses and which exists in many parts of the body.
Rembember the US doctor that told us in a widely distributed
video that "it's not pneumonia, it is something else!".
Conspirationists saw this as "evidefichat we are not being
told the whole story their bottom line convictiom but science
just investigates further to find facts about how SARS/2
actually ravages our health. Those who think that the many
people who have been reported to have died frohst disease
actually died from secondary illnesses again might be wrong:
SARE0V2 attacks exactly these weakened systems in the body
to kill the patient.

That's what we need: fadiased information about this global
pandemic, not simplistic solutions camy from an ovetheated
paranoid brain, or healtfiood advice from quacks who chefry
pick science to suit their needs. As a first line of defence,
boosting your immune system may be a very good idea, but this
is an enemy that requires stronger measures.mg8ohave
suggested that attacking David Icke and Andrew Kaufman for
their mistaken views on COVID is low hanging fruit, but given
the huge audience they reathHcke's now banned YouTube
channel had over one hundred million(!) viewthe serious
damage done by these two gentlemen should not be
underestimated.

EPILOGUE

So, dr. Kaufman, does this look like an exosome to @& real
virus?
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This transmission electron microscope image shows SER®2t also known as 201 CoV, the
virus that causes COVI®t isolated from a patient in the US, emerging from the surface of cells
cultured in the lab. (Image: NIAHRML)

NOTES

[1] Xia Li, et. al.Challenges and opportunities @&xosome
research: Perspectives from biology, engineering, and cancer
therapy', APL Bioengv.3(1); 2019 MarPMC6481742.

[2] Dr. Andrew KaufmanUhmasking The Lies Around CGVID
19: Facts vs Fiction of the Coronavirus Pandérundonreal.tv,
no date.

[3] David Williams,Mow coronavirus spread from one member
to 87% of the singers at a Washington choir praéfican.com,
May 13, 2020.

[4] Rebecca Novickl0 things a conspiracy theorist taught me
about the novel coronavirtismedium.com, Apr 16, 2020.

[5] William A. Wells,When is a virus aexosome?, J Cell Biol.
2003 Sep 15; 162(6): 960.
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Sep 16; 100(19): 10590597.
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PHOTOS OF SAROW2

If youstill need to be convinced about the real existence of the
COVIBL9 virus, check this stellar collection of photos:

1 "CO/ID19 PHOTOS: Up Close with the Deadly
Coronaviru$ India | Reuters, March 31, 2020

1 Amos ChappleUp Close With The Enemy: The
Comonavirus In Stunning DetgilRadio Free Europe Radio
Liberty, March 31, 2020.
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Part 4: Why Viruses are Not Exosomes

Real scientists publish their views in scientific journals, not through
YouTube videos or obscure online radio shows.

Researching further on the topic of exosomes, and their
supposed equivalence with virusean idea proposed by
conspiracyscientistAndrew Kaufman | found two relevant
videos that clarify thescientific point of view even further. | also

contacted several real experts in the field of exosome research
to see if my essays contain any errors. To recap: Kaufman
believes there is no virus, but people get sick because of stress,
radiation, toxins orany other environmental impact. We have
discussed his views in Part81

But first, let's give a bit of chronology of the various YouTube
video postings following Andrew Kaufman's original
presentation containing this claim, which expose him as a
pseudoscientist who cherry picks from the scientific literature
whatever (he thinks) supports his own opiniondisregarding
large areas of solid science.

A BIT OF CHRONOLOGY

The original Icke/Kaufman videos

David | cke: 6There is no
COVID-19.1't doesn't exist. o

1 Andrew Kaufman,SPECIAL REPORT: Humanity is NOT a
virus! [Is COVHDI really an exosome and not a virds?]
YouTube, March 31, 2020
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1 Brian Rose & David Ick&,He Coronavirus Conspiracy:
How COVIF9 Will Seize Your Rights & Destroy Our
Economy, YouTube, April 6, 2020 (reposted on Bitchute,
when this video was banned from YouTube due to the
spreading of medical sinformation.Kaufman is cited in
this video).

Online Criticisms of Icke/Kaufman

Andrew Kauf man: 61 think |1
know what is really going on.

1 Coffeezilla, Debunking David Icke's Crazgronavirus
Conspiracy on London R&aYouTube, April 9, 2020.

1 Kevin W. McCairnGrifter Busting Mr. Andrew R.
Kaufman supposed "DF,"YouTube, April 11, 2020.

1 Kevin W. McCairnGrifter Busting Mr. Andrew R.
Kaufman supposed "Dr#2", YouTube, April 12, 2020.

1 Kevin W. McCairnGrifter Busing Mr. Andrew R.
Kaufman supposed "Dr#3", YouTube, April 14, 2020.

1 Kevin W. McCairnZbmbieSARSGrifter Busting Andrew
Kaufman agaiti! YouTube, April 15, 2020.

1 Kevin W. McCairriDavid Icke and Andrew Kaufman
Debunked: Koch's Postulates Stand for SER&?",
YouTube, April 21, 2020.

1 Kevin W. McCairnPounding Andrew Kaufman and Richie
from Boston with Koch YouTube, April 27, 2020.

1 Kevin W. McCairn, rt-Penetration (Brian RoséAndrew
Kaufman): Live Peep Sh@wifter Version (real time
commentaryy, April 30, 2020.

7 Kevin W. McCairn, many short clips onltosidon
FakeYouTube channel about Brian Rose, David Icke or
Andrew Kaufran.
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1 Another Perspective David Icke is WRONG about
COVID19&cientific evidence, molecular biology
perspectivé, YouTube, April 21, 2020.

1 Another Perspective Dr. Andrew Kaufman is WRONG
about COVID1%cientific evidence, maolecular biology
perspectivé, YouTube, April 28, 2020.

1 Another Perspective Dr. Andrew Kaufman is WRONG
about COVID1%art 2: Kary Mullis and James Hildfeth
YouTube, May 19, 2020.

Culaching SARS-CoV-2 using RT-QPCR

Coffeezilla Kevin W. McCairn Another Perspective

THE REAL EXOSOMEHRIFS

Searching in Google for any othexlevant attempts to debunk
Kaufman's ideas about the SAB&V2 virus, | stumbled on two
highly relevant vlogs between to exosome experts. They don't
mention Kaufman by name but because the commenters to
their videos bring up his ideas, they felt compdlte respond:

1 Jan Lotvall,I's COVIEL9 virus an Exosome? Ken Witwer
and Jan Lotvallthe extracellular vesicle andleYouTube,
April 16, 2020.

1 Jan LotvallConspiracy theories about exosomes and
COVIBE19. Jan and Ken Witwer come back to the
comparisons.”, April 24, 2020.

Jan Létvalls an expert on exosomes, as his Wikipedia page tells
us:
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Jan Létvall

Jan Lotvall (also spelled Lotvall) is a Swedish clinical allergist and scientist working on translational
research primarily in the field of asthma. He is the former director oftrefting Research Centre at

the University of Gothenburg.[1]
Létvall's group notably contributed to early research on extracellular vesicles such as exosomes and
microvesicles as shuttles of RNA molecules between cells.[2] Specifically, Lotvall's groeip iat

MRNA in exosomes are functional when taken up in recipient cells. A year later, the biomarker
potential of RNA in microvesicles was described Xandra Breakefield/Johan Skog (Harvard
University),[3] confirmed that also microRNA could be functionaémtransferred via extracellular
vesicles from one cell to another.
Lotvall was a member of the Executive Committee of the European Academy of Allergy and Clinical
Immunology, its secretary general from 2005 to 2009, and its president from June 2008eto Ju
2011.[4] Loétvall was also emitor-in-chief ofRespiratory Researdfom 2003 to 2018.[5] He was the

first president of thenternational Society for Extracellular Vesiqi28122016) and chaired therkt

society meeting in Gothenburg, in April 2012.[6] Lotvall is the Edit@hief ofJournal of
Extracellular Vesicldeom 1 August 2019. (Wikipedia)

Methinks we have ascientific authority here who can dispel
erroneous notions of the SARK®V2 virus actually being an
exosome.

Lotvall speaks in these two videos wiKenneth Witwer who
has thefollowing credentials in this particular field:

Kenneth W. Witwer

Kenneth W. Witwer is an associate professor of molecular and comparative pathobiology and
neurology at the Johns Hopkins University School of Medicine in Baltimore, Maryland, United States
His laboratory studies extracellular vesicles (EVs), extracellular RNA (exRNA), and retroviruses,
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including HIV. Witwer has served as Secretary General and Executive Chair of Science and Meetings
of the International Society for Extracellular Vesicl&EW), has been a scientific advisor to the US
Environmental Protection Agency and the US National Institutes of Health, and is an associate editor
of the Journal of Extracellular Vesicl¢g/ikipedia)

According to his Linkedin page, Witwer has been active
combatting theHIV/AIDS denialisimovement, consisting of the
small but vocal minority of scientists who deny that HIV causes
AIDS, through the websi#&lDSTruth.orgApparently, he is now
confronted with "scientists" who deny that SARS8V2 causes
COVIBL9. Some extremists, like Kaufman, deny even the very
existence of this virus.

Let's see what these exosoresperts haveo say about these
conspiracies about COVID.

Is COVIELY virus an Exosome?

Is COVIELY virus an Exosome&Ren Witwer and Jan Lotvall.

TAKEHOME MESSAGE FROM THIS VIDEO

The coronavirus is a in a very specific sense an "exosome", but be car
it has avery different biogenesis.

Viruses and exosomes are both similar and different in various aspec
(content, size, origin, behavior, healthy/unhealthy).

coronaviruses are everywhere but some varieties unfortunately can ca
significant mortality.

The wviion (virus patrticle) is produced under tightly controlled condition
of protein incorporation.
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Some viruses essentially are using the exosome pathway, and so it is
this coronavirus.

Conspiracy theories about exosomes and COY8D

Conspiracytheories about exosomes and COVID.

TAKEHOME MESSAGE FROM THIS VIDEO

Why somebody would believe [that the virus doesn't exist or is harmle
in the face of overwhelming scientific evidence is unclear.

We don't confirm the presence of viruseslbpking at them through a
microscope (but by gPCR), so it doesn't matter how closely their
appearance resembles exosomes.

When viruses were discovered Koch's postulates were revised to acca
for the [specific nature of the] virus.

Some bacteria (and @burse viruses) cannot live outside the host, but
that doesn't mean they cannot become infectious.

Even though the corona virus is hijacking the exosome manufacturin
process, it is still a fundamentally different beast.
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Coronavirus Extracellular Vesicles
“exosomes”

il e o et Ok ooy Finachenl Assbrs of Eaioesgs Livng Diffeani Types of
O _reisiical_prwarlions_Dorensas _ Elstionn Mcroicogyipomsn DR, J Fousyg Men Asphed Micoscogy
[T ]

Think twice, Andrew Kaufman,dfore you equate and confuse these two entities.

DIFFERENCES THAT HMIAKDIFFERENCE

You might recall that in his video presentation Kaufman stressed
the (supposed) similarities between exosomes and viruses, with
the implication that they might be the santiking. Let me repeat

his claims: "many times scientists have actually said they are the
same thing, or they have substantial overlap.” (Begt 3

This is from an interview Kaufman did with LondBeal, the
same platform that interviewed David Ickevhich started off
this whole series of articles:

So, the reason why this is so important is, one, the similarities have been recognized by scientists,
including virologists, and many times scientistvénactually said they are the same thing, or they
have substantial overlap. Including prominent virologists. And they also found them to have a
combination of what they call viral RNA or DNA mixed with human RNA or DNA. So remember from
what | said earliethat we don't know the true source of what they call "viral genetic material”. And
nonetheless, whatever it is, they found it in our own body, in these exosomes. (1td4@n&sking

The Lies Around COVID: Facts vs Fiction of the Coronavirus Pandérundonreal.tv, no date.]
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Edwin van der Pol

| have looked around for scientists to question these dubious
claims, and found e very close to homédzdwin van der Pol
Assistant Professor Biomedical Engineering & Physics at the
Amsterdam University Medical Center, wrote his PhD on
"Detection of extracellular vesicles: size does mdt{eniversity

of Amsterdam, 2015) and is @uthor of 41 publications on
exosomes. He is interesteth the detection of exosomes,
microvesicles and other extracellular vesicles as possible
biomarkers for disease. He sent me the following information,
which highlights the saliertifferencesbetween viruses and
exosomes, and which | reproduce below wiih permission:

¢CKS AYGSNYyFGA2y Lt a20ASGé& TFT2NJ SEGNI OSt t dzf | NJ @S a,
generic term for particles naturally released from the cell that are delimited Hipica
bilayerandcannot replicate i.e. do not cordin a functional nucleus. Since consensus has not yet
emerged on specific markers of EV subtypes, such as endesbiNdA 3Ay G SE2a2YSaé¢ |
membraneRSNA GSR aSOG2a2YSa¢é¢ OYAONRBLI NIAOEt SakYAONRO
biogenesis pathwayemains extraordinarily difficult unless, e.g. the EV is caught in the act of release

by live imaging techniques [1].

Extracallular vesiclzs Virusas
Abilitw to raplicats Ho Tas
Appearancs crvo-elactron ¥ nm thick bilavar [7] Diepends on capsidandor

microscopy snvelope

Appearancs transmission Idostly cup-shapad [6] Intact

alactron microscopy

Mostabundant melaculas Water and phospholipids Proteins, lipids, KA
WMambrana Lipid bilavar Capsid and/or envelops
Huclaic acids KMaw ba Yes

Refractive indax

Tow (=l A0 [34]

Higk T30 5]

Shap=

Spherical (EV==3 00 am [7]

Depands on morphelosy

Siza distribution

Folwdisparss (bread) [2]

WMonodisparse (narmw)

Some salient differences between extracellular vesicles and viruses.

1 EVsincluding exosomes have a broad size distribution [2].

As far as | know, most viruses have a narrow size
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distribution. We therefore sometimes even use viruses as
a reference material [5].

Cup shaped morphology of an exosome.

1 EVs can be seen phospholipid bags filled with water and
some RNA / proteins. Hence, the refractive index, which
tells how efficient an EV scatters light, is lower than the
refractive index of viruses {8]. For the same reason, EVs
are vulnerable once exposed to the vaouof
transmission electron microscopes. Due to the vacuum,
the main content of EVs, water, evaporates, resulting in a
cup-shaped / doughnut morphology (like a deflated
football) [6]. | suppose most viruses do not suffer from the
evaporation of water, as mises are more dense in
proteins, lipids and nucleic acids.

1 Depending on the composition of an EV, EVs would have a
hard time remaining intact without water (water keeps
the phospholipid molecules together).

1 EVs do not necessarily transport nucleic acids.

1 Once imaged by cryo electron microscopy, EVs can be
differentiated from other particles in blood plasma by the
presence of a 5 nm thick bilayer [7]. All EVs <500 nm in
diameter are spherical [7]. Slide 26 dRéfractive index of

66


https://www.edwinvanderpol.com/publications/slides/Rotterdam_2014_Refractive_index_NTA.pdf

extracellular vesicles by nanopatrticle tracking andlysis

Discussion - urinary vesicles contain mainly water

thickness =5 nm
nmembrane = 1.46 *

image courtesy of [ssman et al., PLoS ONE {2013)
* yan Manen et al,, Biophys. J. (2007) 26
1 Once a virus transports itself in the blood circulation, it's
FT2N) GKS 62Ré | yR KSERdpY SFe &t SY a Fdzf t &
reference toJames HildrethFV].

Perhaps Kaufman should look more closely at the photos he
comments on, or through his microscope, if he does that at all,
or even better, usenultiple detection techniques to see the real
and relevant differences between exosomes and viruses.

MORE THEN A THOUSANDRDS...

As a bonus, and to add animations to words, here is a simple,
two-minute video about the nature and behavior of these
"circulating microvesicles" or exosomes.

TAKEHOME MESSAGE FROM THIS VIDEO

Exosomes are membrane enclosed structures that are released into t
extra-cellular space of various cell types.

Once released from the cell circulating microvesicles can be detected
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variety of body fluids.

Circulating microvesicles can transfer their content to other cells, in
support of various biological processes.

Circulating microvesicles can contain bamkers to diagnose the
presence of a disease.

Circulating microvesicles can contain cell material (RNA, proteins) frg
their cell of origin.

END OF THE VIRUSXOEOME STORY

This concludes my series on Icke, Kaufman, viruses and
exosomes and hopefully fitas become clear that disinformation
about these scientfic topics can only be dispelled by allowing
ourselves to be educated by real science.

Selfappointed exosome specialists, like Andrew Kaufman, who
declare there is no virus to worry about, and thhetcause of
COVIBEL9 is 5G, stress or any other environmental variable, but
who neglect to mention sophisticated disciplines such
asbioinformaticsand genomics are irresponsible and should be
refuted.

Real scientists publish their views in scientific journals, not
through YouTube videos or obscure online radio shows, seeking
recognition and fame directly from the publ as fringe
scientists such as Andrew Kaufman tend to do. For example, at
the start of his presentation Andrew Kaufman thanks the
following people who have been “instrumental and inspiring” to
him. So you know where he is coming from:
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Paradigmand AIDS, Opium, Diamonds and Empi® to
viruses: "They never isolated anything."

They have turned into viruses themselves by spreading their
harmful memes of misinformation across the Internet.
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Part 5: The Alternativd-acts of Virus Denialism

The idea of a virus that makes you sick is a transparent fraud, a fatal lie with dramatic consequences.
T Stefan Lanka

This is a game of playing fast and loose with scientific facts, in support of
an antisciencenatural medicine ideology.

We have had quite a bumpy ride in this series on the Corona
Conspiracy. First, David Icke, the King of Conspiracy, claimed a
connection between 5G and COWB, while at the same time
denying there was any virus to worry abouthere is no COVID

19. It doesn't exist." His interview with London Real attracted
over one million viewers. His source for this claim was
psychiatrist Andrew Kaufman, a sstfled expert on virology

and health, who admitted he had found no evidence far it
ScienceQuacks: 1.

Kaufman, in turn, claimed that viruses actuallly didn't exist.
"There is no evidence for a virus." Scientists had mistaken very
small cell particles called "exosomes" to be viruses. But
exosomes, far from being harmful to our healttwe in fact
helpful because they help us to get rid of toxins, he said. COVID
19, if it existed at all, was a variety of ailments, mostly caused by
environmental factors or stress. In support of his vex®some
equivalence claim he quoted AIDS virologames Hildreth, who
had been reported as saying "the virus is fully an exosome in
every sense of the word." However, this quote was taken out of
context. Hildreth is a staunch believer in the reality of viruses, as
is any mainstream scientist. When askduke flatly rejected
Kaufmans interpretation. "The virus is real. The pandemic is real
and is caused by the virus." Sciefigaacks: 2.

Andrew Kauf man: 61 think |1
know what is really going on. 6
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Then, to touch basis with the exosome research community,
which is a very specialized are of cell biologyParnt 4l
contacted three exosome experts, from Sweden, the US and the
Netherlands, to verify Kaufman's suggestions in more depth.
None of them s& any value in these fabrications. Some viruses
may look like exosomes under the microscope, in some phases
of their life cycle, but that doesn't apply to all viruses
everywhere. Viruses differ widely in their visual appearance.
And more importantly, relyig solely on a microscope is old
school virology, since genomics and bioinformatics have now
taken over, much to the benefit of our understanding of the
various life forms and how they relate to eachother. Everything
under the sum from animals and plantsot fungi, viruses and
bacteria, even the most primitivarchaedl]t has been
sequenced these days and aligned within the larger Tree of Life.
ScienceQuacks: 3.

The message is clear: there is no virus, actually there are no
viruses at all. Sciencerisistaken if it thinks it has sequenced the
full genome of SARS0V2, all of its 30.000 base pairs, because
it has just sequenced random cell material, that occurs naturally
in all humans. "The virus has never been isolated." As a
consequence, the genome eguences of this particular
coronavirus, which are now available by the thousands, are
unreliable artefacts of the methodology followed. The core
claim of these virus denialists is that the so called PCR test,
which is designed to detect viral material, higghly unreliable,
because it doesn't detect anything interesting, other than
random cell material. And didn't the inventor of this test, Kary
Mullis, a Nobel Prize winner no less, clearly say it could not be
used to detect viruses? No, he said exactly tdpposite, as we
have seen ifPart 1 These tests, if they are well prepared, are
highly specific and perfectly capable of detecing SE&&.
ScienceQuacks: 4.

Now there is a clear patterneme: this is a game of playing fast
and loose with scientific facts, in support of an estience
natural medicine ideology. What motivates these people, and is
there any factual basis for these extreme claims? And what are
the wider ideological backgrouais often related to these views?
We quickly end up in righting, antigovernment, conservative,
nationalistic territory. A spirit of rebellion and privileged
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knowledge ("we know what is really going on") is cherished.
Remember David Icke's book titEeveything You Need to Know
But Have Never Been T®ldAs the conservative blogger and
commentatorMichelle Malkinsaid it in a recent protest against

compulsory vaccination: "They masgve billions of dollars, but
we have truth and light.... We are on the side of God, God is
watching over us!" Resist! This is the heartland of Conspiracy

Country.

The message is clear: there is no virus, actually there are no viruses at all. Scienekéenniig
thinks it has sequenced the full genome of SARS2, all of its 30.000 base pairs, because it has just
sequenced random cell material, that occurs naturally in all humans.

A DOZEN DENIALISMS

InPart 2I listed twelve aspect of the current scientific view of
COVIEL9, and explained how all of these could be questioned,
either from a dissentingcientific or conspiracy point of view.
Let's fesh this out first, to get a feel of the extent to which this
view can be and has been denied.

SCIENTIFIC FACTS

ALTERNATIVE FACTS

The virus exists

The virus does not exist

It iscontagious

Contagion does not exist

It is harmful

It is harmless, if it exists at all

It has a natural origin

It does not have a natural origin

It is not spread on purpose

It is a secret biaveapon
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It is not spread accidentally

It has escaped from arai lab

It is the result of disturbing
wildlife

It is not the result of disturbing
wildlife

It comes to us most probably from
bats

It does not come to us from bats

Through an intermediate animal
(pangolin)

It does not come through an
intermediate animal

We must live in a temporary
lockdown

A lockdown is an unnecessary
tyranny, meant to enslave and
monitor us

Until a vaccin has been found, if a
all

Vaccins are dangerous and will be
used to spy on us

And the virus will weaken down

Viruses have alwaysbn there, if
they exist at all

As you may have noticed in the last item, "Viruses have always
been there, if they exist at all", there is an incompatibility here
between those who flatly deny the existence of viruses, so the
whole pandemic is a stagedlgmdemic", and those who accept
their existence but don't see them as major enemies to our
health. There's a similarity here with what we saw in the times
of AIDS, when some flatly denied the HIV virus exists (Stefan
Lanka is an example, we will come tanhin a moment), while
others more specifically denied HIV causes AIDS (Peter Duesburg
represented this view). We could compare this as well to the

Young Earth creationists (who

literally believe creation

happened 6000 years ago) and the Old Earth creatisriwho
accept the age of the earth as taught by science): their views are
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incompatible but both oppose the standard scientific view of
evolution.

THE VIRUS GOES TQWRD

Stefan Lanka

It is the most extreme form of denialism, which denies the very
existence of the SARSV2 virug oranyvirus for that
mattert which interests us here. Kaufman refers Stefan
Lankaas his major source for this point of view. Lanka is a
German biologist who wrote his PhD on virus infections in
brown algae, but who turned virugenialist at some point of his
career. He became famous when in 2011 he announced a prize
2 ¥ 10@.000 for anyone who could show him a scientific
publication that providedevidence for the existence of the
measles virus (and its size).[2] When medical studsntid
Bardenssent him six articles doing exactly that and claimed the
prize, Lanka refused feay. Bardens went to court and the judge

in a regional court ordered Lanka to pay the reward. However,
Lanka successfully appealed to a higher regional court, which
decided Bardens' submission did not meet Lanka's requirement
of getting just one publicatio, from the Robert Koch Institute.

In altmed circles this was celebrated as legal proof that viruses
don't exist. Of course, it is nothing of the kind. In the end this
guestion is decided by science. One might as well ask for an
article that proves the mon exists. One would be hard pressed
to find one. Does that mean there is no moon?

Where does this view come from, that illnesses are not caused
by viruses but are psychosomatic in origin? One would suspect
that without a virus, the whole worldwide phenomen of a

new disease spreading throughout the world and causing
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hundred thousands of deaths is impossible to explain. Is it all a
matter of environmental pollution, misdiagnosis, mass hysteria,
government oppression and evil forces and so on, as virus
denialists want us to believe?

Viruses have actually played a large role in history, and will
allways do. When the Spanish conquerers invaded South
America, large populations of indigenous tribes were decimated
because they were infected with smallpox and mnieas for
which these tribes had no immunity (contrary to the Europeans).
When large numbers of French soldiers died of yellow fever in
Haiti, Napolean decided to sell large parts of his New World
territory to the new US government, which could expand g0
territory without going to war with European powers. And
because so many native Indians had died of contagious diseases,
the slave trade received a boost because black people turned
out to be immune to yellow fever, which had its origin in
Africa.[3] Dil these indigenous populations really just die of
separation anxiety, water pollution or bad diets?

Tobacco mosaic virus particles
negative stained to enhance visibility
at 160,000x magnification

The core argument of Lanka c.s. seems always to bevithates
have never been "isolated" and that electramcroscopic
photos are in reality photos of normal cell particles. It must be
understood that, according to standard scientific theory, viruses
behave differently from bacteria, which can easily be isula
and grown in a lab. Viruses are noellular forms of life, which
can't reproduce themselves unless they have entered a cell.
Outside of cells there are just particles (calédong, but once
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inside a cell, they hijack the cell's machinery to mujtip
themselves.

The first virus that was discovered was fhebacco mosaic
virus in the late nineteenth century. Even though it would take
a long time before viruses could be gibgraphed, it was

suspected there should be entities smaller than bacteria that
could cause infectious diseases. Viruses are smaller than the
wavelength of light (which is 46000 nm), so can't be viewed
with a light microscope. When electranicroscopy s
discovered, black and white pictures of viruses could be taken
(which were often artificially colored to enhance visibility). Virus
denialists like Kaufman and Lanka often claim these pictures are
actually of regular cell components or are manipulatddit
that's irrelevant. The original form is clearly preserved, color is
secondary. It's like seeing beautiful Hubble telescope pictures of
galaxies, these are also articifially colored. Does that mean there
are no galaxies? What is more, does this Tobaxosaic virus
particle look like a random cellular particle? Not at all.

In Lanka's wordview, viruses exist everywhere in nature, but are
harmless. Huh? Didn't he deny the existence of viruses? The
only viruses he acknowledges to exist
are bacteriophageg"'bacterium eaters"), which he interpretes in
his own peculiar way:

In one liter sea water there are for example hundred million different viruses. As a matter of luck our
health profesgnals and doctors have not yet heard of it, otherwise we would soon have a law which
allows for bathing in the sea only with a besiged condom.[4]

This is plain silly. The fact that we are surrounded by viruses
does not mean they are all dangerous tonfman life, far from it.
"Many viruses cause little or no disease and are said to be
"benign". The more harmful viruses are described as virulent."
(Introduction to virusesWikipedid)

But according to Lanka, all in nature works out for the good:

Biological structures, that produce something negative, have never existed. The foundation of all
biological life is being together, is symbiosis, and there is no place for war antbdiste. War and
disturbance in biological life is an opinion of sick and criminal brains.[4]
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Has Lanka never heard of the survival of the fittdst@lutonary
arms race® Snée poison? For him it is all a matter of symbiosis,
viruses all living happily together with us. There is a curious
imbalance in this view of nature. All life and no death. All
cooperation and no competition.

Lanka goes on:

%

Scanning electron micrograph
of HIV-1 viruses, coloured green,
budding from a lymphocyte

During my studies | have never found any evidence for the existence of viruses that make one sick...
Structures that have been characterized as viruses can be found in many types of bactena and i
simple, bacteridike forms of life... Very important, viruses are components of very simple
organisms... and of many bacteria. In bacteria they are called phages. But in more complex
organisms, especially human beings, or in animals and plants, ndhe sfructures that have been

called viruses have ever been observed. Unlike bacteria in our cells, the mitochondria... viruses can
leave the cells because they are not needed for their survival. So viruses are components of cells that
can leave the cellsThey support other cells, in that they transfer energy substances to them.
Nothing else has ever been observed.

The viruses known by science have in the highly complex events of the cell a helping, supporting and
not at all a disturbing function. Also sick people one has never in the sick organism or its fluids ever
observed or isolated a structure, that can be called a virus. The idea of a virus that makes you sick is a
transparent fraud, a fatal lie with dramatic consequences.[4]

Lanka seems to treaviruses as exosomes, or exallular
vesicles, as Kaufman now does as well. When it comes to photos
of viruses in human cells, how much denialism is every enough
to ignore them? There are simply too many of them.
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GERMAN NEW MEDICINE

Ryke Geerd Hamer

Lanka's view on a viral disease such as the measles is that it is
"basically a skin irritation caused by a mixture of psychosomatic
triggers and poisoning” (Wikipedia). He wrote the book in
GermanDer MaserrBetrug(2006, The Measles Fraud). But
Lanka isno psychologist or psychiatrist, so we must look
elsewhere for his sources. We find it in the so call€&riman

New Mediciné created byRyke Geerd Hamét9352017). It
sounds strange to call a medical approach "German", as if there
is French science, Italian science and German science. At most
we can say there is science, and then there is alternative
"science”, in its many formsT'he term becomes more ominous
when we read that

Hamer claimed that his method is a "Germanic" alternative to mainstream clinical medicine, which
he claimed is part of a Jewish conspiracy to decimateJsaws. (Wikipedia).

It gets even more absurd, paraidoand ridiculous:

Hamer purported that his method is a "Germanic" alternative to mainstream clinical medicine, which
he claimed is part of a Jewish conspiracy to decimate-Jews. In this, Hamer repeated the
antisemitic claims of Nazi physician Gerharcagher. More precisely, Hamer asserted that
chemotherapy and morphine are used to "mass murder" Western civilisation, while such treatment
is not used in Israel...
Hamer promoted the idea that most German oncologists are Jewish and that "no Jew is tréhted w
chemotherapy in Germany"... Hamer also believed that the denial of recognition of his theories and
the revocation of his practitioner's licence is due to a Jewish conspiracy.
In 2008, Hamer presented a document where one "Chief Rabbi" "Esra" Iwanc@tiuned the
existence of a conspiracy among Jewish oncologists to use the "torture” of chemotherapy on-all non
Jewish patients, while Jewish patients were to receive the "correct" treatment of GNM. Goétz, a
German holocaust denier active in the GermancRerevivalism scene, has been repeatedly
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convicted by German courts, fraud, defamation, misuse of academic titles (the title "Chief Rabbi" is
not legally protected in Germany), and the falsification of documents, among others. (Wikipedia).

So... the Jewsse a method of cancer treatment devised by a
German antisemite, while at the same time they are using real
science to decimate nedews. David Icke, who is also into the
Jewish conspiracy business, would have nodded approvingly.

aLO1S I gonspirackey Welwed Over 30 million times, new research shows. Centre for
[ 2dzy G SNAY3I S5AIAGEE 1+ 3GS OHRHe OefvishfCPoNGIOMBY 20D) £ T NR Y

Lanka said this about his indebtedness to Hamer in the following
interview in the German magazinétalstoff Journal

For viruses as the cause of illness there is really no place in bi@ody.when | ignore the New
Medicine from Dr. Hamer, according to which shock events are the cause of many diseases, when |
ignore the knowledge of chemistry about the effects of poisoning and deficiency and if | persistently
ignore knowledge of physics ahiothe effects of radiation, there is room for fancies like pathogenic
viruses.[4]

Here we have them again: trauma, pollution and radiatidyut
no virus in sight. It is the same analysis that Kaufman provided
(seePart J).

In Hamers excentric form of alternative medicine, there are "five
biological laws":

1. 1stlaw ("lron Rule"): Severe diseases originate from a shock event which is
experienced by the individual as very difficult, highly acute, ditanzad
isolating.

2. 2nd law (Two phased nature of disease): a conflict phase is
followed by a postesolution phase, which has more risks
and a complete cure only comes upon its completion.

3. 3rd law (Ontogenetic system of diseases): Hamer proposes
that disease progression is primarily controlled by the
brain, either by the "old brain" (brainstem and
cerebellum) or the "new brain" (cerebrum).

4. 4th law (Ontogenetic system of microbes): Microbes do
not cause diseases but are used by the body, coordinated
by the brain, to optimize the healing phase, provided that
the required microbes are available when needed.
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5. b5th law ("Quintessence"): The conflict active phase and
the healing phase of diseases, as described above,
constitute "special meaningful programs adtare"

AsWikipediaconcludes:

Therefore, according to Hamer, no real diseases exist; rather, what established medicine calls a
"disease" is actually a "special meaningful prograri mature" (innvolles biologisches
Sonderprogrammto which bacteria, viruses and fungi belong. Hamer's GNM claims to explain every
disease and treatment according to those premises, and to thereby obviate traditional medicine. The
cure is always the resohg of the conflict. Some treatments like chemotherapy or pain relieving
drugs like morphine are deadly according to Hamer.
These "laws" are dogmas of GNM, not laws of nature or medicine, and are at odds with scientific
understanding of human physiology.

What is worse, "Hamer served numerous prison sentences for
illegally treating patients: in 1992 and from 1997 until 1998 in
Cologne and from 2004 until 2006 in France. After his release he
set up business in Spain and when things got too hot for him
there he went into hiding in Norway. The total number of
victims runs into the hundreds, and no cured patients are
known."[5]

Here's a multpart introduction of German New Medicine
by Caroline Markolin a former teacher of German language and
literature in Montreal who discovered Hamer's work in 1999 and
started studying with him in 2002. She is spreading Hamer's
message, who died in 2017, to the English speaking world.

German New Medicie and the Five Biological Law®art 1 of 7

DENYING DENIALISM

It is the totalizing nature of these medical claims that should
raise suspicion, especially when it is presented as a cancer
treatment. Cancer is a terribly complicated disease for which no
single model suffices at the momantet alone that one model
could accommodate all illnesses. By declaring cancer to have
psychological causes, one burdens the patients with a terrible
plight: if you die, your belief just wasn't strong enough. Just read
Ken Wilber'sGrace and Grit1991), who went over this territory
when his wife was diagnosed with high grade breast cancer.
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As cancer surgeon and skeptic David Gorski comments, in a
devastating critique of German New Medicine:

AL

LT GKSNBQa 2 yoeS NIWK AYY b SIgo 2adBIRAIORAS/S (K G FSSRa Ay
GAYS y2463z A0Qa GKIG Yrye arfaGSNYyFrGAgdS YSRAOAYSE
from disease. The cancer patient, when faced with the horror of his or her disease, willaiadtag

the unfairness of it all. And indeed Ata ¥ Q& NX» L AayQi FlLEAN 0
The second, even worse thing, about the German New Medicine is that it feeds into another
O02YY2y AaGNIAY Ay alfdSNYIFGADS ek Mhe ¢aSe of thik 2 dz3 K
LI NI AOdzE  NJ F2N¥Y 2F OF yOSNJ ljdzZ- O1 SNBEXZ OIF yOSNJ AayQ
J2Ay3 2y AY GKS YAYyRoe LT (GKS OIFyOSNI LI GASyid O
AYLIE AOFGA2Y A& (0AKS YUl Qhad Oralr dif KiSe QFFy SYNIJBLIKS KIF R 0 St
the particular woo that is supposed to save him, he would still be alive today.

That, | find to be the most despicable aspect of all when it comes to cancer quackery.[6]

We see all these #mes coming back in social media discussions
about the coronavirus. We don't get sick from a virus, but from
the vaccination we are forced to take. Our government doesn't
try to flatten the curve, it is trying to rob us of our freedom.
When we are told wehave cancer the shock we feel produces
cancer. Scientific theories are put under the microscope, but
alternative "theories" about the cause of disease can flourish
freely. And so on. But we can heal ourselves!

False-coloured electron micro -
graph of novel coronavirus
- just random cell material?

I won't drag you further into this cesspool of virus denialism,
cancer quackery and raging antisemitism, but you see the
common elements: medical science is deniedoto in favor of
some selffabricated "Thery of Everything Medical". Viruses
and bacteria are rénterpreted as throughout beneficial and not
the cause of any disease, if they exist at all. Instead of relying on
science, all kinds of health products are sold, promising cures
and wellbeing. The panoid feeling of "everybody is against us
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but we know the real truth" is cherished. This is paranoid
science in optima forma.

Now there is, of course, nothing wrong with having a healthy
lifestyle. On the contrary, it may even prevent many of our
Westerndiseases like obesity, diabetes and stress. The reason
why | dig up this background material of Kaufman's claims is that
| perceive a tendency towards false dichotomies in this field.
People are said to die, not from SAB&VY2, but from
underlying illnesss. That doesn't contradict SARBV2 from
pulling the trigger. Yes, environmental pollutions worsens our
health conditions, but are not in itself the cause of this viral
disease. And yes, elderly people are always more vulnerable to
the flu, but this paticular pandemic seems more severe,
especially in its later stage complications.

The picture of health and disease is always complex, and
theories are very difficult to test in this field. But what doesn't
help is that one part of the storyeven the very ristence of its
most probable causeis flatly denied, in favor of untested and
all-encompassing claims to health and wellbeing. If one wants to
overturn science, the first step is to have an accurate knowledge
of it, including its most recent advances. Bwbaoughthe origin

of viruseshas not been fully clarified, there is at the same
time so_muchknowledgeabout these entities in science, that
dismissing this out of hand, without actually engaging the field

in the proper forums and journals is unproductive. Assuming
professional scientists are duped by the photos of little blobs in
cells into thinkng they see viruses is just beyond any reasonable
plausibility.

We've hadevolution denialholocaust denialclimate change
denial Now we have virus denial, or more in genem@im
theory denial What's next: atom denial, gravity denial, reality
denial? What's so attractive in these extremist states of mind?

It is time to deny denialism.

In the sciences, denialism is the rejection of basic facts and concepts that are uadispett
supported parts of the scientific consensus on a subject, in favor of radical and controversial ideas.

(Wikipedig
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Part 6: The Subtle Science of
Whole Genome Sequencing

Genomics has transformed the biological sciences... The genons@amé bacteria and viruses can

be sequenced in a matter of hours in a device that fits in the palm of your hand. The information is
being used in a way unimaginable a few years ago.

T John ArchibaldGenomics: A Very Short Introducti@®18, xv.

We haveseen in the past few episodes5lof this Corona
Conspiracy series a lot of disinformation regarding the new
coronavirus. Various alternative health celebrities deny either
the harmfulness of the new coronaviu®r even its very
existence.

DISSIDENT VIEWSI CORONA/COD®

Various questionable medical arguments have been put forward
by these alternative medics/healers/advisors:

1 viruses as such, as harmful germs, don't exist in nature,

1 the virus has never been "isolated", following Koch's
Postulates,

1 it hasnot been proven that the SARRV2 virus causes
COVIBLY9,

1 there is no amount of excess deaths, hospitals are not
overflowing,

1 people are dying of diseases they are always dying of, they
die with Corona rather than directlyf it,

1 or they die out of feathey mightcatchthis new disease,

1 COVIBL9 is an umbrella term for various diseases
unrelated to a virus.

7 itis much better to focus on health and the prevention of
illnesses than on fighting disease.

Other arguments, of a more technical naturéequently
brought forward are:
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electronmicroscopic photos of viruses are in reality photos
of normal cell components such as exosomes,

the virus tests are unreliable because they almost always
lead to false positives (which means: falsely claiming you
hawe a disease),

these tests test not for a specific virus but for general
human cell material, disregarding the need for controls,

the full genome sequences that have been published of
this and other viruses are just random artifacts of the
chosen methodolog

a virus test was offered to the WHO before the data about
the new virus was even officially published.

And finally it is argued there is a larger, ominous background

behind all this:

1 since there is no virus, this is all a set up, mass hysteria
and fearmongering,

1 the current worldwide lockdown measures are
unnecessary or counterproductive, a cure worse than the
disease,

1 they violate our basic rights to freely live life the way we
want,

1 they hurt our economies, leading to unemployments and
suicides,

1 theyare part of a sinister attempt to make us slaves of Big

Pharma and authoritarian governments, under a New
World Order.

So there are medical, technical and cultural dimensions to this
worldwide Corona pandemic and the various dissiesrientific
and/or counter-cultural or conspiracyelated responses it has
generated. We will focus on the technical objections here,
because first and foremost we need to make sure we
reallyhavea real virus in our midst.
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Novel Coronavirus SARSV2. Transmission electin micrograph of SARS0V2 virus particles,
isolated from a patient. (Credit: NIAID)

DO WE REALLY HAVEIRUS?

A good start is one of the first publications about the new virus,
published in February 2020 @song Public Health Research and
Perspectivesa publication of the Korean Centers for Disease
Control and Prevention. It states: "This study reports the full
genome sequencing of SARSV2 isolated from putative the
2019 novel coronavirus disease (COVYH) patients in Korea, by
cell culture. The dated SAR&0V2 was named
BetaCoV/Korea/KCDC03/2020".[1]

This is highly technical material, and | will do my best to
understand and report on it correctly, because it touches on two
fundamental questions: do we have a new virus, and can we
reliably testfor it? These are the things the aftedics such as
Stefan Lanka and Andrew Kaufman usually call into question,
without providing much details to their readers, to be able to
dismiss the contributions of regular virological and genomic
science in favor aheir own health ideologies.
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The Korean article contains a few instructive photos and a
phylogenetic tree diagram:

Figure 1: Cytopathic effect of SAR®V2 on Vero cells. (A) Mock inoculated cells (B) SARS2
inoculated cells.

Figure 2: Thin section electron micrographs of Vero cells infected with SB&R&. White arrows
point to aggregates of assembled intracellular virions.
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Figure 3: Phylogenetic tree analysis of SARS/2 based on full genome nucleotide sequences. (A)
Gere analysis of SARS0V2 and other coronaviruses, (B) gene analysis of S&882 and
BetaCoV/Korea/KCDC03/2020.

The point | would like to make here is: the isolated viral material
had an observable pathogenic effect on cells, which the control
test did nd have. Under a microscope, the viral particles were
recognizable as coronaviruses. And the full genome of this
particular SARE0V2 viral sample was compared to (1) other
coronaviruses (of bats, cows, horses, birds, etc., on the left) and
(2) other SARS0V2 genomes (as recently found in China,
Singapore, Taiwan, England, the USA, etc., on the right) in the
customary phylogenetic tree diagram. And where the
photographic material might lead to interpretative difficulties
(the major argument of altneds),the genomic data are highly
specific and meaningful, even painfully precise in their
detailedness.

Everything under the sun has been genomically sequenced these
days: humans, neanderthals, fossil bones, animals, plants, fungi,
bacteria, archaea and evenrwses. Based on this information
the Tree of Life, which currently includes three large domains
(Archaea, Bacteria and Eukaryotes), has beentiined to a
very high degree. Strange as it may seem, viruses don't really fit
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in this scheme of all living bes. John Archibald concludes his
chapter on "Genomics and the microbial world":

Do viruses belong on the tree of life? The jury is still out, but what is inescapable is that viruses are
firmly 'plugged in' to the tree of life and capable of shuttling gefflem branch to branch. As long as
their have been cells on earth, there have been viruses.[2]

And perhaps even before there were cells, they infected simple
molecular replicators.

This may come across as a rather artificial way to establish the
existenceof viruses. But face it: we know the genomes by now

of many visible organisms, from the very large to the very small.
That should give us some confidence that the genomes we find
for viruses and very primitive archaea, at the very base of the
Tree of Lifealso refer to real organisms, even if we can't always

culture them in the lab, given their extraordinary life styles.

Given their small size, smaller than the wavelength of visible
light (400700nm), for a long time analyzing their composition
posed a seere challenge to science. Electron microscopy was a
huge step forward, but genomics gave us a basdect kind of
look into their interiors. While their small size might seem a
disadvantage, compared to genomes of eukaryotes viruses have
less repetitive sequences, which makes their tiny genomes
easier to read. Viruses have very compact, straightforward
genomes.

As a result of this genomic research, it has been found that

viruses differ considerably in size. The easiest way to show this is
by counting thenumber of bases (A, C, G or T) they have in their

genomes (note: this is not the number of genes, for genes may

consist of hundreds of bases):

VIRUS TYPE NUMBER OF BASES

Bactgiophage MSZRNA) 3.600 or 3.6 kb

91


https://en.wikipedia.org/wiki/Escherichia_virus_MS2

Bacteriophage phiX17DNA)

5.400 or 5.4 kb

HIV 10.000 or 10.0 kb
Influenza 13.500 or 13.5 kb
Measles 15.900 or 15.9 kb

SARSCoV2 30.000 or 30.0 kb
Mimivirus 1.200.000 or 1.2 Mb

Pandbravirus

OTHER ORGANISMS

2.500.000 or 2.5 Mb

NUMBER OF BASES

E. coli bacterium

4.600.000 or 4.6 Mb

Homosapiens

3.200.000.000 or 3.2 Gb
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This image contains 34K information,
slightly more than the coronavirus.

In sum, we have here quite distinct entities, each with its own
characteristic genomes. From genomes we can go to the
proteins they code for, anérom there to their behavior in the
cells they invade. As to the SABSV2 virus, biologists can read

its genome and find areas that specifically code for the spikes or
the envelop of the virus. Comparing this genome to other
coronaviruses has taught ushwthis one is particularly harmful.
And from that knowledge it becomes understandable that the
new coronavirus can cause so many seemingly different types of
disease.

DO WE HAVE RELIABHESTS?

This extremely specifc and detailed nature of genomic deta al
translates into the specificity of virus tests. Instead of just
"testing" for "general human genetic material", as the-alt
medics usually claim, the tests target specific genetic
sequencesvhich are unique to a specific virus or8g. let's turn

to the second article.

Another landmark publication is about how to spot the virus
with a sccalled Realime RIPCR test, published in January
2020 inEuro Surveillanday a German team. This article claims:
"The workflow reliably detects 2019CoV, and further
discriminates 201$:CoV from SARSoV".[3] What made it
possible to act so fast was their lotigne experience with SARS
CoV, a similar virus that broke out in 2003, and the international
nature of research in the present world. They "only" needed to
zoom in on that which makes SAR®\2 unique, a small
sequences of bases (for example:
GTGARATGGTCATGTGTGGCGG). This missing information was
provided by Chinese researchers before the formal release of
the full SAR€0\2 genome.
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What we see here is how resehers specifically zoom in on
certain small areas of the genome, which contain the genes
RdPg (a RNdependent RNA polymerase gene), E (envelop
protein gene) and N (nucleocapsid protein gene).

al gt Oirlzab 5 E '\M ]
MREsolinr Wuhan-bhay 3 5 R BEE B —
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Fig. 4: Relative positions of amplicon targets on the SAR®navirus and the 2019 novel
coronavirus genome

And here you can see where the minimal differences between
SAR&0V2 and various other viruses could be found (dots
represent identical bases, only the base changes are specified
where they have been foundThey had six samples of the new
coronavirus (where only dots can be seen: as to these genes
they were identical) and compared it to the earlier SARY
virus, a bat virus from China and a more distantly related bat
virus from Bulgaria (where you see raobase replacements
show up).

A, RdRp gene B, SR P . .

Fig. 5: Partial alignments of oligonucleotide binding regions, SA&&ed coronaviruses (n=9)

They applied their test to 22(!) respiratory and other viruses
(including MERE&o0V, Influenza, Rhinovirus, Adenovirus and
Legionella, to name only a few), and concluded "In total, this
testing yielded no false positive outcomestheaning, none of
these relded viruses were mistaken for SAR8\V2, which

94



would make the test useless for detecting this virus. The test
only reliably detected SARV2. Talking about specificity!

The authors conclude: "The relative ease with which assays
[tests] could be desigriefor this virus, in contrast to SARSV

in 2003, proves the huge collective value of descriptive studies
of disease ecology and viral genome diversity."

MinION, Oxford Nanopore Technologies ( NRG

Great insight into how virological scienceaction works is
given by "Rapid SAR®V2 whole genome sequencing for
informed public healthdecision making in the Netherlands",
which is currently (2020/6/27) only available as preprint on
bioRxiv, and is published by a Rotterdam based research
group.[4] On February 27th the first COMI® case was found in
the Netherlands, and two days later¢he first complete SARS
CoV2 genome sequences of the first two patients were
generated, analyzed and shared.

By March 15th, 189(!) full genome sequences were generated
and released oGISAID a worldwide database that contains
55.000 genomic sequences of SARY2 submitted from all
over the world. This Whole Genome Sequencing (WGS) was
accomplished by soalled multiplex PCR fdtanopore
sequencing in which 86 overlapping sequences of 500 base
pairs, with 75bp overlap, were used to span the full 30.000bp
genoma on a device that can be held in the palm of your hand.
This is a stunning scientific and technological accompliskmen

The interesting thing is that these relatively cheap and fast

devices can directly be put to use in health policy decisions. The
tiniest mutations anywhere in the complete viral genome can be

detected as it is assembled from patient's samples, and it

becomes possible to trace the complex spread of infections

across national borders.
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ASSEMBLING THE VIREANOME

Alt-medics such as Kaufman and Lanka often suggest these
whole genomes are useless artefacts, because they are based on
snippets of RNA that firsget multiplied and then arbitrarily
"stitched together" with the help of advanced computers to
form a digital whole genome sequence, which might as well be
related to normal human cell material. This shows a complete
lack of understanding of how digitaégome assembly works.

In the most simple of terms:

1 avirus testworks by targeting specific viral material in a
sample (say sputum or lung fluid), and multiplying that
material so it can be made visible by fluorescence
techniques. This doesn't mean that everybody will test
positive if enough multiplications are dori€you don't
have the viral material present, no multiplication will help
you. You willneverget a false positive.

71 Building thewhole viral genomes done by producing and
detecting small segments of the genome in huge
guantities (so not only the segmentsat are unique to
that virus, butall of them the whole string of bases), and
then "assembling” these again on a computer, which can
be done because these snippets show overlaps on both
sides.

A good explanation of how genome assembly works in practice
can be found in this video fromioinformatics DotCa Canadian
Open Source biinformatics educational institute:

Source: Fundamentals of Genome Assembly, BioinformafiosCa.

A more homely example would be: putting multiple copies of a
book through a shredder and 4@&ssembling all the pages and
sentences in a single, complete book again by comparing the
various fragments. Of course, this is a Herculean task no human
being would be able to accomplish, but computers can do this
ever faster and faster, especially today.

With long snippets or "reads" the genome assembly would be
easier, but these are very difficult to make. Hence genome
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sequencing works with relatively sma#quences, which can be
assembled into a full genome. But the smaller these snippets
are, the more challenging the task becomegnce the need for
high performance computers.

Example: Genome Assembly

We need multiple copies of each book
(genome) to arrive at a consensus text
(DNA sequence) of the original

N - _/
! o Mariph U ophisof & Gotase
i wmecne _i n oo
.\_ T ——————— w—e— — —
If your genome was a book that had i ke Corvommpy
its sentences chopped into W

it e v

fragments, assembly is analogous to
reconstructing all the sentences.
Great explanation of DNA sequence assembly, hitp//goat.davidson.edu/phasty

Sourceintroduction to Genetics and GenomigSlide 20).

Here's a final example, of my own making. Say we have several
copies of a long sentence, which get cut up in smaller fragments.
If the fragments are too small, of the size of individual letters, no
sentenceassembly will be possible. But if the fragments contain
a string of letters, even if the fragments themselves make no
sense to us, a computer can assemble the full sentence if it
hasmultiple version®f this fragmented sentence at hand for
comparison (irthis case there are seven):
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Sentenceassembly based on a set of randomly cut off fragments is feasible if these overlapping
fragments have been taken from multiple copies of the sentence.

So we end up here, not with a random string of meaningless
fragments "stitched together", but with a meaningful sentence
that has a unique structural order.

| leave it to you to further explore and read these scientific
articles and training videos, to get a feel for the complexity and
usefulness of modern genomicshid is how science goes about

in knowing viruses to the very base of their genomes.[5] If you
want to follow the reatime mutations happening now in the

various strands of SAR®V2 that are freely roaming around in
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the world, do regularly check out the
fabulousNextstrain.orgvebsite.[6]

Personally | think that dismissing these research data out of
hand borders on the insane. Instead of babbling about bubbles
in cell photos, Lanka and Kaufman shdfalehiliarize themselves
with the fields of bioinformatics and genomics. Dismissing these
data as nothing more than the observation of exosomes under a
microscope (Kaufman), or as the sequencing of mere "dead cell
material" caused by the way viruses are torédd during
sequencing procedures (Lanka), is without any reasonable
scientific ground. You simply don't get this precise and specific
knowledge about viruses and their evolutionary relationships
based on dead human cell material.[7]

Viral biology is anrdirely different ball game these days.

Personally | think that dismissing these research data out of hand borders on the insane. Instead of

babbling about bubbles in cell photos, Lanka and Kaufman should familiarize themselves with the

NOTES

fields ofbioinformatics.
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[6] Nextstrain, Realime tracking of pathogen evolution

Nextstrain is an opesource project to harness the scientific

and public health potential of pathogen genomealdt

provides a continuallpdated view of publicly available data
alongside powerful analytic and visualization tools for use by the
community. Its goal is to aid epidemiological understanding and
improve outbreak response. It contains ré@mhe information

about the prevalence and spread of SARS/2, Seasonal
Influenza, the West Nile Virus, Mumps, Zika, \AAsfsican Ebola,
Dengue, Avian Influenza, Measles, Enterovirus and Tuberculosis.
Have fun!

[7] We will analyse Stefan Lanka's view of virusestieid
supposed norexistence irPart 7of this series.
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Part 7. Stefan Lanka's Vanishing Virus Act

The viruses known by science have in the highly complex events of thehedlimg, supporting and

not at all a disturbing function. Also in sick people one has never in the sick organism or its fluids ever
observed or isolated a structure, that can be called a virus. The idea of a virus that makes you sick is a
transparent fraud a fatal lie with dramatic consequences.Stefan Lanka, IntervieWitalstoff

Journa) 2005.[1]

What I've done is I've looked at the scientific literature about this alleged corona virus and I've
looked at all the government data on mortality and such avitht I've determined is that there is
actually no evidence of a virus that's been isolated or shown to cause any new disease and there's
also no evidence of any rise in mortality that would suggest there's a new illnedadrew
Kaufman,The Infinite Fring#137, 2020.[2]

There is a smug superiority in all this amateurism, full of contempt for real
science.

Let these two quotes really sink in. With over 10.000.000
registered cases and a worldwide death toll of over 500.000
deaths as of today (June 3@020),[3] there are still some
reckless souls who have the guts to say: there's no virus, there's
no disease, there are no excess deaths. So yeah, people die, but
they die from causes they always die from. And if you test
positive for COVH29, that meansothing because it only tests
for general human cell material, which everybody has, hence the
large number of false positives. It's all fake news. And we are
the onlyones who are seeing it right. All of science just has it
wrong. The thousands of curreptiblications on SARS0\2 are

just bunk. Paranoid science.

Here are the major players in this Vanishing Virus Act: David
Icke, King of Conspiracy, kicked off in his interview with London
Real early April, and launched forensic psychiatrist Andrew
Kaufmanas his major source into publicity. Stefan Lanka, a long
term virus denialist in Germany and a molecular biologist, is one
of Kaufman's main sources for his "there is no virus" narrative.
We have met Icke and Kaufman in previous parts of this series.
We wil now discuss Lanka in more detail.
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Major players in the Virus Vanishing Act: Icke, Kaufman and Lanka.

NO EXCESS DEATHSTRWVID19?

Let's first tackle the claim that there are actually no excess
deaths anywhere. This graph frohlne Economigposted in
April, but updated until mieddune) speaks volumes against that

claim:
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Tracking covidl9 excess deaths across countridggie EconomistApril 16, 2020.

It is often claimed by these virus denialists that many deaths are
misdiagnosed as COVID, to piop the faulty notion that there's

a deadly virus going around. But even though diagnostics might
be complicated when people have all kinds of underlying
diseases ("you don't dief COVIEL9 butwith COVIBEL9", the
sophistry goes), if you look at excess thsathis doesn't matter
anymore. Fowhatever reasoithese people died, there is
clearly a spike in deaths in many countries at the same time. In
fact, many of these excess deaths wear attributed to COVID

19 (see the grey areas above the dotted ling)is clear pattern,
showing up in many countries, needs to be accounted for. And
no, these are not seasonal peaks due to any winter flu, because
the pandemic started in mi{larch and peaked in early April.

Now, virus denialists try another tactic: there wa

be somethinggoing on here, but people are not dying from a
virus. Instead, it may be stress, radiation (5G!), poison, pollution,
wrong medication (vaccines!), trauma, fear of catching COVID
19 (I kid you not!) or anything these health freaks detest. But
this does in no way explain the pattern we see of a sequential
pandemic that started out in SoutBhina, then spread to other
countries in Europe and Asia, then on to the United States and is
now ravaging South America, especially Brazil, two areas where
virus denying presidents are in office. Do these countries suffer
from simulaneous water pollution, psychological trauma or the
rollout of 5G? There is no sensible way a case can be made for
this.

"There's also no evidence of any rise in mortality thatuld
suggest there's a new illness", said Andrew Kaufman in a
tumultous radio interview with Billy Ray Valentine. How far
removed from sane facts and figures does one have to be to
make such a delirious statement? What alternative facts does
Kaufman havén mind here? Now why would anyone in his right
mind want to deny the realities of the current pandemic? Look
at Kaufman's second claim: "there is actually no evidence of a
virus that's been isolated or shown to cause any new disease.” It
is because theyah't believe in the existence of deadly viruses.
That's where Stefan Lanka comes in.
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Because Kaufman thinks there is no virus and no disease, and no
excess deaths, for him everything boils down to mass hysteria
cultivated by virologists and the WHO, andl ententions by a
world government that wants to enslave us. Yes, conspiracy.

THERE IS NO SABRSV2 VIRUS?

SARS-CoV-2 virus

We have heard Kaufman claim that there actually is no virus.
What scientist mistake as a virus are normal cell particles called
exosomes, which cells produce all the time, and especially when
they are put under stress (and that specifically when cells are
prepared for electron microscopy, where they undergo all kinds
of chemical treatments.) The confusion is understandable, he
assets, because viruses and exosomes look very much alike
under a microscope. He even claimed support from a real
virologist, James Hildreth. As we have seen, Hildreth is a staunch
supporter of regular science and believes in the reality and
harmfulness of tks new coronavirus. What makes things worse,
as we also have seen, no exosome specialist will buy these half
baked theories from Kaufman. For one thing, most viruses
do not very much look like regular cell particles at all.

But hasn't science fully sequesttthe genome of SARV2 by
now, literally thousands of timesevery one of its 30.000
bases and gained intimate knowledge of its composition,
behavior and its worldwide spread? Here, the tactic of these
virus denialists is: that's all done with computeand there's no
guarantee that these supposed genomes relate in any way to
real viruses. No virus has ever been "isolated" and proven to be
the cause of COVIIY, they claim. What is actually sequenced is
general human cell material, not a virus. If ywould set up a
proper control experiment and sequence this cell material, you
would get the same genomes. Again, | kid you not.
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Unfortunately for the virus denialists, the thousands of genomes
published of SARS0V2 show a very distinct structure, typical
of this virus, and at the same time a family resemblance with
SARE0V (as is to be expected) and other coronavirusiese
yougo:
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Schematic presentation of the SAR®V2 genome organization, the canonical subgenomic
MRNASs, and the virion structure.[4]

Just for the fun of it, read the caption of this diagram, taken
from the original article, to get a flavor of the real expseti
involved here:

From the fullength genomic RNA (29,903 nt) which also serves as an mRNA, ORFla and ORF1b are
translated. In addition to the genomic RNA, nine major subgenomic RNAs are produced. The sizes of
the boxes representing small accessory pnoseare bigger than the actual size of the ORF for better
visualization. The black box indicates leader sequence. Note that ORF10 is not included here because
our data show no evidence for ORF10 expression.

True virus denialists will not be impressed bystldgisplay of
knowledge, because they demand photos and even movies that
prove that viruses exist and can enter cells. They might even
grant the existence of the virus, but consider it a harmless and
even beneficial entity. As Lanka said in the above quidtes
viruses known by science have in the highly complex events of
the cell a helping, supporting and not at all a disturbing
function.” Tell that to a patient who has a severe long infection,
and on top of that a multitude of complications due to the
verstility of this particular virus.
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Stefan Lanka, virus denialist

Stefan Lankaa molecular biologist by training, did ldisctoral
thesisand subsequent PhDirony of ironieg on the viral
infection in brown algae, but other than a few-wwitten articles

he hasn't contributed anything in terms f o scientific
publications. Rather, he has been on a crusag@instthe idea

of viruses (harmful or otherwise) for decades. In the nineties he
argued thatHIV did not exist He vehemently debated with
Peter Duesberg, another AIDS denialist, who at least believed in
the existence of the HIV virus (but considered it a relatively
harmless virus). A truly odd debate. A decade later Lanka
wrote books in the same denialist spiabout the measles virus,
the birds flue, AIDS and vaccination. He is owner of a publishing
houseKleinklein Verlagand the magaziWissenschaftplusin
2015 he earned the Goldenes Brett vorm Kopfaward,
organized by th&erman skeptical society, which is given out for
the "most amazing pseudscientific nonsense" of the year.

So when and why did Stefan Lanka change his mind about
viruses? How did a properly trained molecular biologist
specialized in aquatic viruses tuinto a paranoidcontrarian
"scientist”, who thinks measles is a skin irritation due to
psychological trauma, vaccination is a vicious program set up by
malevolent dictatorial governments that want to decimate the
population and virologists of world fame gudon't know the
truth about viruses? Not to mention his alliance to the
"Germanic" New Medicine movement of the af®emitic Ryke
Geerd Hamer? A Germakeptic page about Lankmovides
more details about his career. He seems to have seen the court
room from the inside many times (in 2002, 2005, 2007 2x, 2009
2x), mostly for repeatedly insulting government officials or
scientists.
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DISMANTLING THE VIRUS THEORY

Lanka published an English language artieléed 'Dismantling
the Virus Theoryon his personal website, so this seems to be
the place to find an explanation for his "deconversion" from
sciene.[5] He optimistically writes:

Anyone who has knowledge of biology and the genesis of life, of the development and functions of
the tissue, of the body and of the brain, will automatically question the assumptions about viruses.[5]

Not many scientists wigo along with that, for sure! And again,
a very odd claim:

A different approach to the virus phenomenon is possible and necessary: any layman with some
background knowledge reading scientific papers about pathogenic viruses can realize that such
virusesdo not exist and what is being described are only typical components and characteristics of
cells.[5]

i

Bacteriophage ( micropia.nl

He seems to deny the existencé all kinds of viruses, except
one, the so callebacteriophageglit.: "bacterium eaters").
However, he sees them as only beneficial instead of harmful,
andof bacterial originwithout providing sources for these
opinon other than "it was found"), where science views them as
non-cellular life forms, antbacterial and parasitically invading
bacterial cells.[11Nobel Prizebave been won to elucidate the
intricate processes involved here, but Lanka dismisses this work
as simply a mistake. All that virologists are seeing under their
microscopes, he maintains, are "dying cellular particles", but no
viruses.

The "bacteriophages”, correctly defined as incomplete mini spores and building blocks of the
bacteria, have been scientifically isolated, while the supposed pathogenic viruses have never been
observed in humans or animals or in their body fluids asdehnever been isolated and subsequently
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biochemically analysed. To date, none of the researchers involved in this kind of work seems to have
realised this.[5]

When scientists use whole genome sequencing to prove the
existence of viruses, they are mistakimo, says Lanka:

The result is that dozens of researchers teams work with short pieces -speeific molecules, after
whichrt following a given modelthey put all the pieces together on paper. However, this jigsaw
puzzle made of so many pieces was nes@entifically proven to exist as a whole and was never
isolated from a virus, for a measles virus has never been seen, neither in humans nor in a test
tube.[5]

Lanka claims that such a hypothetical genomic structure is not
enough to prove the existence wiruses. It doesn't tell us much
about "the exact molecular structure and functions" of these
supposed viruses. But isn't that exactly what scientists have
been doing in the case of SAR8\V2: predicting the structure
and behavior of this virus from itggenomic structure? Here's an
example:

SARE0V2 is genetically very similar to other human respiratory coronaviruses, includingGBARS
and MER€oV. However, the subtle genetic differences translate to significant differences in how
readily a coronavirsiinfects people and how it makes them sick.[7]

An illustration of the SARE0V2 spike protein shown from the side (left) and top. The protein
latches onto human lung cells.[7]
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Science has an even stronger story to tell: very primitive
archaea, livingon the ocean floor between Norway and
Greenland, have been found by sequencing mud from the
bottom of the sea. In the Tree of Life they might bridge the gap
between prokaryota (bacteria and archaea) and eukaryota.[8]
They are calletiokiarachaeota after the Norwegian shape
shifting god Loki. Science is able to accomplish this, even though
these organisms might never be able to live (and be cultured or
"isolated") in our oxygemich envronment. But wait, in January
2020 a Japanese research group managed to culture them, after
a decade long effort.[9]

I only mention this in passing to indicate where genomic science
is going these days (s&art 4. It only goes to show that
hammering on the "viruses have never been isolated" drum is
unproductive in the extreme. Lanka is disconnected from
current science.

SUING SCIENCE, AGAIN

Measles virus, or dead cell particle?

Lanka also haa history of going to court over the matter of
viruses, as we have seen in Part 5, where | described the court
caseStefan Lanka vdDavid Bardenthat occurred in 2011, in
which the existence of the Measles virus was at stake. | won't
repeat the details here, because Lanka has again tried to go the
legal route to get recognition. In a recent newsletter of his
websiteWissenschafftpluee announced he had sued
(anzeigen or publically accused the German top
virologistChristian Drostenbecause he had violated scientific
principles, by preparing a test for SABS/2 and offering it to
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the WHO (which it gladly accepted and distributed) even before
it was clear there was a dangerous virus in China, and for
omitting to do a proper control test when sequencing the
supposed new virus. He also accused him of "crimesnay
humanity”, no less. More specifically, Lanka claimed that such a
test cannot prove the existence of a fully functioning virus, but
only detect viral fragments, and that Drosten had focused on
only 2 of the 10 viral genes.[6]

Well, the existence of &irus is not proven by any virus test,
that's not their purpose. These detect the presence of viruses by
zooming specifically in on viral fragments that arequefor
that virus. There is no need to test for all of the 10 viral genes.
And whole genome segpncing, which assembles and identifies
the whole virus, can be considered as proof for its existence.
According to Lanka, these sequencing procedures will at most
yield genetic information about human cell componentsnd

he is certain about that! Where'she evidence, Mr. Lanka?
Which of the 30.000 bases in the SARS/2 genome
correspond to which of the 3.200.000.000 bases of the human
genome? Care to mention any details? We are not told.

And if it is all a matter diumangenetic material after all, how
does he explain the elaborate evolutionary trees that have been
generated for SARSoV?2 in all its local evolutionary variations,
in which even the tiniest mutation, anywhere within all of its
30.000 bases, is documented by sciend&u don't get that
from dead cell material.
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Genomic epidemiology of novel coronavirusGlobal subsamplingNextstrain.org.

If the viral genome assembled by science is in fact related to
normal metabolic process in human beings, which are these
processes? Isn't it telling that this genome is all about how to
build spikes and capsids, so typical of viruses, but not of hands
and brains? And if the viral RNA found in virus tests is nothing
more than fragments of human RNA, as Lanka consistently
claims, does he have any evidence for this? Is there even the
beginning of a theory here? Shouldn't be too difficult to
compare a few human and viral RNA sequences?

This is the story about Christian Drostenwarld authority
about SARS viruses, if every there wastoaed now history
seems to repeat itself with SARS\2:
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Christian Drosten

Drosten is one of the ediscoverers of SARSsociated coronavirus (SARBS8V). Together with
Stephan Gunther, a few dayafter identification and before the Centers for Disease Control and
Prevention (CDC) in Atlanta, he succeeded in developing a diagnostic test for the newly identified
virus in 2003. Drosten immediately made his findings on SARS available to the satemntifiunity

on the internet, even before his article appearedNiaw England Journal of MediciimeMay 2003.
Among others, this was honoured by the jourhedture

For the coronavirus SAR®V2, which first appeared in December 2019, the research gtedy
Drosten developed a test that was made available worldwide inJaitiary 2020. The group also
published the sequenced genome from samples obtained in Germany. In the course of thelOOVID
pandemic, Drosten advises politicians and authorities agid gwited as an expert in the media,
among others in the podcast Das Coronawvidyslate mit Christian Drosten (English: The coronavirus
update with Christian Drosten), initially published daily during the week since 26 February 2020 in
Norddeutscher Rurfdnk (NDR), the frequency of the podcast having been gradually reduced from
April 2020 until becoming weekly from 15 June 2020.
Drosten is committed to the transparent distribution of scientific data and therefore publishes in
specialist journals such &srosurveillancewhere all articles are freely available onlind/ikipediad

In a recent newsletter, dated 13 juni 2020, Stefan Lanka bluntly
claimed:

If they [scientists] would eay out the control experimentghey would find outthat ALL of the short

gene sequences which they imagine are linked to a virus genome strand, originate from the human
metabolism and not from outside, from a claimed Virus...
The answer to the crucial gstion of whether a new virus has actually been detected or whether
only short pieces of genetic material produced naturally in the body are being passed off as
components of a virus or misinterpreted as such, is decisive for whether the corona cridie can
brought to a rapid end...

I canpredict with certainty|[sic] that people who release increased gene sequences from the tissue
type of squamous epithelia, e.g. kidney patients, will be tested 100% "positive" with the PCR [virus
test] developed by Prof. sten...

It isvery likelythat all organisms can even be tested positive...

I call on biochemists, biologists, virologists and cell culture specialists to carry out these control
experiments, to publish them and to inform me about them. | have designeah&ol experiment
which excludes from the outset the excuse that the sample material used has been contaminated
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with the SAR&ov2  virus before or  during the control experiment.

The costs for the performance of the control experiments are coverednidl Ineutral observers are
allowed to be present during the performance of the control experiments and each step is
documented. Please contact the publishing house for contact details. The results will end the corona
crisis immediately. It is of no use if lgnl present the results of the control experiments.[6]
(translationNatasha Taudr) (emphasis added)

As to the claim that Drosten's preliminary virus test would just
detect generic organic material, leading only to false positives
(this is the major claim of Kaufman as well), as you can read
in Part § this test could even distinguish between SARS2

and SargCoV, and a host of other related coronaviruses, of
humans and animals, as well as other respiratory viruses.
Drosten did do the proper controls in this respect. As he
concluded: "In total, this testing yielded no false positive
outcomes." So in no way can his test be said to be so unspecific
that anyorganic cell material would be mistaken for the new
coronavirus. It iextremelyspecific. This is just a bogus claim.

It is ironic how these virus denialists demand impeccable evidence from scientists (which they refuse
anyways when they are presented with it), but don't do any research themselves to at least prove
their own points.

It is ironic how these virus denialistserdand impeccable
evidence from scientists (which they refuse anyways when they
are presented with it), but don't do any research themselves to
at least prove their own points. Has Lanka done this research
himself? No. How can he be so sure of the outcofrieviiould

be done? He can't. But in science, such an experimental
falsification of the dominant virus model would make Lanka
instantly famous, so what's he waiting for?

THE BURDEN OF PROOF

Lanka and Kaufman (and their ilk) don't do real research, write
up their findings and try to get it published in respected
scientific magazines, so their work can adequately be reviewed
by their colleagues. No, they start their own magazine, or post a
few YouTube videos, falsely claiming expertise about virology or
quoting famous virologists out of context, to impress their
layman audience.
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Quite typically, Kaufman claims the burden of proof is not on
him, or his virus denialist colleagues, when they claim viruses
don't exist, but on the scientific community that claintheteisa
harmful virus. And since they haven't met Koch's Postulates to
prove as much (or so he maintains), all that's left to do is to put
science aside.

I think it's important to point out that you don't necessarily need to have an explanation thatits

for these things [i.e. why hundreds of thousands of people are currently dying] to say that they're not
dying from a virus because the burden of proof would be on whoever proposed that they're caused
by a virus to actually prove that that is the cagend that proof doesn't exist. So you don't need to
disprove something that's not been proven in the first place.[2]

You just have to sell powders and vitamin pills through your own
webshop (see below image), and charge astronomical fees per
hour for onlne consults, like Kaufman does.[2] In the meantime,
Lanka seems to be doing his ovasearch intolce Form Xr
"dense water", which is at the basis of all life processes, or so he
claims.[10]

This substance, which is energy and at the same time the building and informational substance of
life, connects all material, oagisms and functions. From this knowledge, basic knowledge arises
about the origin, development and the meaning of life.

Obviously, this isn't science, but something completely different.
Fake science.

There is a smug superiority in all this amateurisml] ff
contempt for real science, that is disgusting, considering the
gravity of the current pandemic.

I think I am done with these guys.
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FURTHER READING

In the current classification, the virosphere consists of: 4 realms,
9 kingdoms, 16 phyla, 2 subphyla, 36 classes, 55 orders, 8
suborders, 168 families, 103 subfamilies, 1421 genera, 68
subgenera, 6590 species. If you want to browse throtigh
virosphere, you can check out the website of theernational
Committee on Taxonomy of Virus@E€TV), or take a glance at
the 5.000 or so viruses listed Wdikipedia

= Swbgenus: Sabecoorus  Genus Dedsooeonsenes
Specie: Soeam aculo respRlory sndoierplaind conaneans | Subgonus; Sathntonng

The SARE0V2 Coronavirus and it's place in the virus taxonomy.
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See also: Coronaviridae Study Group of the International
Committee on Taxonomy of Viruse3heé species Severe acute
respiratory syndromeelated coronavirus: classifying 26h€oV
and naming it SARS0V2", Nat Microbiol.2020; 5(4): 53&44.
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Part 8: Coping witlCorona:
The Cautious vs. The Reckless

| think some common sense might work wonders in this general
atmosphere of hysteria on the one hand and paranoia on the other.

What has struck me most during my weeks of researching the
current Coronapandemic are the different responses and
theories it has generated among the educated and -smwt
educated public. On the one hand we have the scientific view,
which has taken this pandemic as something to be understood
and battled, or even prevented in tHature. All over the world,
thousands and thousands of studies have been and are being
published detailing the workings of the SAR®/2 virus, often
even bhefore the scientific community has been able to filter the
wheat form the chaff.

On the side of sdety, there is a sharp division between those
who accept the efforts and conclusions of science as rational
and sensible even if always tentative and therefore subject
themselves freely to the prescriptions of maskaring and
social distancing, and thosewho vehemently oppose these
measures, often with quaseligious arguments about individual
freedom and alternative medicine. For that scierst@ptical
group, the danger doesn't lie in a new and unknown virus, but in
an evil and hostile government thatrieatens our basic freedom
and is bent on enslaving and poisoning us with vaccines.

This has become a veritable culture war, especially in the United
States, but also in the Netherlands, where we see a vocal
resistance movement emerging, under the flag Wfirus
Madness". This resistance movement is a mixed and colorful lot,
with dissidentscientists and conspiracy thinkers spanning the
spectrum of reason and unreason. There are religious overtones
here, when members of this group see themselves as "setkers
and "Truthers", who don't buy the conventional wisdom about
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this particular virus, or viruses as such, but claim to have deeper
knowledge of "what is really going on", often after having done
their own "research" on the internet among the likeinded
who inhabit this internet conspiracy bubble.

There also seems to be a more general psychological disposition
at play here: indvidualistic versus collectivistic, or reckless versus
cautious. Those in favor of governance are more likely to comply
with governmen policies than those of a more libertarian bent,
who don't like to be told "what to do". In general, European
countries have experienced less resistance to the global
lockdown measures compared to the US, because there is less
distrust towards the governent. But that can change if these
stringent measures continue to be imposed for a longer time
and the economic recession will set in, or a second wave
emerges.

THE SCIENCE VIEMGHHTING THE VIRUS

As soon as reports of a new pandemic came in, early 2020,
scientists have frantically tried to get a grip on this
phenomenon. Every aspect of the virus has been studied,
analyzed, reported and commented on in scientific journals,
often through preprints that haven't gone past peer review yet.
The urgency of the ole situation caused an unprecedented
exchange of information and discoveries between scientific
professionals.

Yet, though the SARS0V2 virus has been sequenced to the
base pair level (it contains about 30.000 nucleotides such as A,
C, G and T), a las still unkown (seart landPart §. Much
debate is happening around questions such as: How does the

virus spread? Is it through & drops or also the tiny aerosoles?
And if the latter, how much virus material do these tiny drops
contain, and how infectious are these particles actually? How
effective and/or harmful is the wearing of masks? How effective
is a lockdown and social disteing? How long should it be
continued? Will there be any vaccine in time, and will that be
effective and safe? How long does immunity last if you have had
the disease? Or if you have been vaccinated? How many people
are infected but asymptomatic? When kherd immunity be
realized, if at all? And so on, and so forth. Within a healthy
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scientific community these questions can be discussed openly
and critically, without any hidden agendas.

This cautious approach can go to the extremgeafmophobia
Does transmission occur through objects, door posts and
handshakes? Should we wear masks when outdoors, indoors, or
everywhere? Is it safe to see other people, children, your
parents or grandparents? Alarmism is also around the corner:
will this pandemic wipe at millions of people, and affect even
more millions with debilitating damage to lungs and other
organs? Will we be able to contain the spread of this new virus
at all, given its versatility and mutability? Will this "war on
germs" go down the same unsussful route as the "war on
drugs" or the "war on terror"? Is fear worse than the virus itself?

The scientific literature on the coronavirus is now so extensive
that one can find evidence for almost every opinion. True
science weighs all of these opiniomseudascience takes one
of them and runs with it.

THE OPPOSITE VIEWAST THE IMMUNE SEBIT

Given the uncertainty of the situation, a lot of fear and concerns
have emerged among the population. Some of it justified, some
of it irrational. Many in the filel of alternative medicine argue
that this war on germs is misguided. We should, instead, boost
our immune systems, instead of blindly focussing on germs as
the cause of disease. Therm theoryshould be replaced by the

so callederrain theory, which holds that illness is not caused by
germs but by toxins, which weaken us so germs (bacteria, fungi,
viruses) can invade our bodies. Some even see these little
creatures as largely beneficial, in that they remove dead cells.
There is also concern about the speed in which vaccines are
developed and distributed: will this be safe and effective, where
this process normally takes years (if it is successful at all)? Given
the case that most victims of SARBV2 have been elderly
people with many underlying illnesses, shouldn't we focus our
efforts on staying healthy throughout old age, avoiding diet
related ilnesses such as obesity and diabetes?

This view too can go to extremes. Some alternative health
medics claim viruses are harmless, because they have been

120


https://en.wikipedia.org/wiki/Germ_theory_of_disease
https://en.wikipedia.org/wiki/Terrain_theory

around forever. A drop of sea water contains 10 million viruses,
it is estimated. All health issueseathe result of toxic substances

in our food and in the environment, and we should remove
these from our diets as much as possible to stay healthy. This
can even lead teoxicophobia the irrational belief that any
additive to our food is harmful. Givenighview of health and
disease, some have even gone further and claim that the whole
pandemic is a farce, set up by the vaccine industry, headed by
Bill Gates, to sell us vaccines (and make millions in the process).
Some see a sinister plan behind all tfiislandemics"), coming
from obscure power elites which run the show of world affairs.
There are the familiar "5G spreads the virus" conspiracy
theories, which seem to inspire some to burn down 5G masts in
various countries (seBart 1. There's a common atmosphere of
pervasive paranoia behind all this. And there are claims that all
these widely distributed rumors that coronavirus cases are just
"false positives”, caused by the unreliability of thests used,

and in service of keeping the pandemic scare high enough for us
to comply with all the lockdown measures.

And there's an even more extreme version of this, as we have
seen inPart 7of this series: some deny the very existence of the
SARE0V2 virug even of all viruseas suchAndrew Kaufman

has argued that what is seen on electron microscope pictures as
viruses are in fact cell particles known as exosomes. These serve
a useful funcn in cell communication and waste disposal
(seePart 3andPart 4. Viruses as such, he claims, have never
been isolated and proven tbe the cause of diseases. He is
inspired by Stefan Lanka, a German biologist turned alternative
health medic, who has denied the existence of viruses for
decades. The fact that viruses are sequenced these days to the
very base pair in a matter of hours do&t seem to impress

these old school amateur virologists (or should we say no
virologists?)

Some populist politicians (in the UK, Brazil and the US) have
argued the whole pandemic is really nothing to worry about.
Boris Johnson confidently kept shakingnda with his voters
(and with patients) until he caught COVIB himself. Jair
Bolsonaro stubbornly refused to implement lockdown measures
and wear a mask, until he recently got a positive corona test
himself. And Donald Trump has belittled the pandemaiceriithe
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start, in favor of a speedy reopening of the economy, taking
irresponsible risks for the health of his fellow Americans. They
represent and personify the reckless segments of society, where
it is claimed that viral diseases have always been undemds
will always beYou have to die of something.

BORIS JOHNSON

JAIR BOLSONARO

DONALD TRUMP

'l shake hands.'

' am an athlete.'

‘It will go away.'

Three reckless politicians downplaying the risk of the worldwide pandemic.

COMMON SENSE: THESBEF BOTH WORLDS

| think some common sense might work wonders in this general
atmosphere of hysteria on the one hand and paranoia on the
other. Is the cure worse than the disease, as lockdshaptics
claim? It all depends on how the risk of the pandemic is
estimated. For that we need real science to guide us. And is it
misguided to fight off the virus, as alternative health medics tell
us? We are not really fighting the virus, but preventing it from
multiplying itself through social distancing and other maas.

Or should we rathesimultaneouslyseek for a cureandstrive to
increase the general health condition of the population, so
people are less susceptible to viral diseases? And, let's not
forget, look more closely at what we are doing to the natural
habitats of bats and other animals that are known to be
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reservoirs to a host of viruses. Easier said than done with the
current overpopulation.

Yes, viruses are everywhere around us, in the ground, the air
and the sea and in our bodies, but not all of thane harmful to
humans. Most viruses in the sea are bacteriophages, that attack
bacteria, and play an important role in marine ecology.[1] Some,
however, are definitely harmful, and SAB8V2 is one of these.
Nature is not one big harmony, as alternativealth celebrities
want us to believe. And yes, having a good immune system is
important, but why would we have an immune system in the
first place if not to prevent viruses to make us sick?
Furthermore, it is scientifically not at all established that ves
"boost" our own immune systems, as we read here:

The idea of boosting your immunity is enticing, but the ability to do so has proved elusive for several
reasons. The immune system is precisely thatsystem, not a single entity. To function well, it
requires balance and harmony. There is still much that researchers don't know about the intricacies
and interconnectedness of the immune response. For now, there are no scientifically proven direct
links between lifestyle and enhanced immune function.[2]

Asto the frequently heard claim (repeated by Andrew Kaufman)
that coronavirus tests will almost always be positive, thus
artificially increasing the number of "cases" in a country, this is a
fablet in fact, false negatives are much more common.

We could findno evidence that labs are deliberately manipulating C@MDest results to create
falsepositives. Similarly unproven claims have been circulating for weeks and echo rotohths
conspiracy theories. Jeffrey Sebelia, the source of the Facebook postt waisl & "wordof-mouth
story" from his mom. He had no further proof to support the claim. While CQ9IlBests may
sometimes produce falspositive results, they're rare. Experts are more concerned about-false
negatives. Data currently shows more than 99R6éoronavirus tests come back negative.[3]

As to viruses being neexistent (sedPart 7) or actually being
exosomes (sePart 2, | wasamused to find out thafudy
Mikovits, a now discredited virologist turned conspiracist, who
featured prominently in thd’landemiadocumentary, lectured
Andrew Kaufman on the difference between viruses and
exosomes. Now, if you get lectured by such a suspect scientist as
Mikovits, you are really in deep trouble.[4]
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Djokovic 'Unfortunately
this virus is still present.’

Now, by calling the science view "cautious" and the opposite
view "reckless", manynithe opposing camp will turn the tables.
They see vaccines and mask wearing as reckless (or useless)
technology and argue for the need to take responsibility for your
own health. In their philosophy: if you are healthy you can't get
sick. And if you getick you were already sick... from toxins.
Unfortunately, a virus can harm anyone.[5] Askvak Djokovic

"a health and fitness freak if there ever was one", who is now
called "Djocovidl9" since he contracted the disease, during a
tennis tournament in several Balkan cities which he organized
without the proper precautions.

Seeing this as one big dramafiifedom and oppression is shert
sighted, narcissistic and irresponsible, in my opinion. Instead of
framing this as the cautious versus the reckless,-lacttdown
thinkers would rather choose the brave versus the fearful, or the
rebellious versus the oppssed. Yes, the costs of the lockdown
are high, but it's better to be safe than sorry. By far the sanest
comment came from virologist James Hildretwho got so
misquoted by Andrew Kaufman as supporting his weird virus
equalsexosome theory, as we have docenmed inPart

2 andPart 3of this series:

The virus is real. The pandemic is real and is caused by the virus. Period.[6]

So let's be aatious, listen to science, stay healthy, and don't
endanger others by infecting them unknowingly. Wear a mask
when in public. Use common sense.

NOTES

[1] Ann C. Gregory et.alMarine DNA Viral Macrand
Microdiversity from Pole to PdleCel] April 25, 2019.
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[2] "How to boost your immune systéimHarvard Health
Publishing.

[3] Daniel Funke, Emily Venezklyattchecking claims about
nurses getting nothing butlsepositive COVII9 tests,
politfact.com, July 2, 2020.

[4] Andy Kaufman,Panel with Judy Mikovitz and Marcy Crayat
www.youtube.com, 16 Jun020. Mikovits states at the start of
this interview:

| saw on the chats, or on the things at the side of YouTube... that viruses are exosomes, and that's
not true. Viruses are by themselves infectious agents.[8:37]

Mikovitz is downplaying the fact that thivas Kaufman's central
thesis: viruses are actually exosomes. It was not just some
random comment in a YouTube chat. It doesn't prevent Mikovitz
from agreeing with Kaufman théhis particular SARS0\2

virus hasn't been "isolated" yet. Really? So soingses exist,
some don't?

[5] Amy McKeever,Here's what coronavirus does to the bddy
National Geographic, Feb. 18, 2020.

[6] James Hildreth on Twitte® May 2020.
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Part 9: Andrew Kaufman's Take
on the Pandemic That Wasn't

Whoever takes the virus as causal agent out of a pandbasa really
hard time to explain both the nature and the spreading pattern of this
new disease called COVID.

Andrew Kaufman the herol/villain of our Corona Conspiracy
series, has becomsomewhat of a celebrity in athed circles.
Last week he showed up dine Highwirea weekly show bipel
Bigtreg an American television and film producer and one of the
most prominent voices in the anrtiaccination movement. He
announced Kaufman as "the most requested doctor in Highwire
history"”, so this is somewhat of an indication of the celebrity
status of Kaufman. We will take the opportunity to see if
Kaufman summarized his take on the coronavirus pandemic, in a
dialogue format instead of the usual monologues, even if Bigtree
can hardly be characterized as a critical journalist.

Del Bigtree (host The Highwire)

As you may recall, Kaufman doesn't believe in the existence of
viruses, though he usually phrases this as "there is no evidence
for a virus." Whatever researchers observe under a microscope,
he maintains, are not at all viruses but particieeduced by our

own cells, when they are put under stress or have suffered some
trauma. These particles are called "exosomes", and they have
about the same size as viruses, he clairss the confusion
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might be understandable. He has even suggested that "the
similarities [between viruses and exosomes] have been
recognized by scientists, including virologists, and many times
scientists have actually said they are the same thing, or they
have substantial overlap. Including prominent virologists."
(seePart 3

Here's a brief summary of the Kaufman narrative, compared to
the scientific understanding of SARSV2 and the ensuing
pandemic:

Andrew Kaufman's "Virus Equals Exosome" Theory about C&MNID

KAUFMAN SCIENCE
Unspecified causes SARECOV2 virus
(stress, toxins, injury, :
. A real virus
psychological trauma, etc.)
P
P
"CovIBL9" CoVvIbBL9
A socalled "viral disease” A real viral disease
P P
EXOSOMES Vaccination and
expel waste from cells socialmeasures

However, we have shown that the one "prominent virologist"

Kaufman cites, James Hildreth, believes nothing of the sort.
Besides, Kaufman had demonstrably quoted Hildreth out of
context (seePart 3. What is more, world class exosome exerts

such as Jan Lotvall and Ken Witwer forcefully reject the
suggestion of the equivalence of viruses and exosomesHage

4).

On top of that, Kaufman has recently conceded that he never
did any virological research (in the vide®dhel with Judy
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Mikovitz and Marcy Cravgt To make things even worse, in this
same video Kaufman was sternly lectured on viruses by
Mikovitz. Herself a discredited virologist who featured
prominently in the movid€llandemic¢ she stated bluntly as her
opinion, backed by decades of research expeé "viruses are

by themselves infectious agents."

Kaufman, remember, is a forensic psychiatrist turneehadic,

not a virologist. This leaves him in the awkward situation that
both regular and alternative prominent scientists are
denouncing his viewsmthe SARE0V2 virus and the global
pandemic. Yet, he persists in his conviction that viruses simply
don't exist, and people are dying from other causeverybody
else has it wrongAnd yet, whoever takes the virus as causal
agent out of a pandemic hasraally hard time to explain both
the nature and the spreading pattern of this new disease called
COVIBL9.

As a brief aside, to give you an indication of how-nadtd
conspiracy thinking has reached the popular market, the
virology bestseller list on Amaadas of July 23, 2020) is headed
by "Plague of Corruption” by this alternative sciendisty
Mikovitzand "Spillover" byavid Quammen a bona fide
popular science writer (who is currently in the process of writing

a book on the pandemiclt's a close call!

Best Sellers in Virology

DAVID QUAMMEN
SILLOYER

Plague of Corruption: Restoring Faith in the... Spillover: Amimal Infecticns and the Mext Human...
Judy Mikovits s David Oluammen
iy 135 i v o iy 913

Hardcover Paperback

ON LESS SOLID TERRAI
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Kaufman rejects thgerm theory of diseaseand has embraced
the socalledterrain theory of diseasewhich goes back decasle
into medical history. This theory holds, among other things, that

bacteria, fungi and viruses are not external intruders that
threaten our health, or even independent life forms, but

particles or entities that are produced by our own cells, and can
morphinto each other. This is usually callggébomorphisnt.

This of course upsets our scientific and widely accepted
understanding of th@ree of Life which unites all domains of
life (archaea, bacteria, and eukaryotewhich include
unicellular organisms, fungi, plants and animals) into a tightly fit
grand evolutionary pattern (sometimes compdréo a tree or a
bush or a "tangled tree", to use a book title from Quammen).
For the alternative pleomorphic paradigm, no such data are
available, except for a few disputed microscope observations.

With this in mind, let's dive into the 40 minutes inteswi Del
Bigtree had with Andrew Kaufman, and note that even if Bigtree
is mostly on the side of Kaufman when it comes to questioning
the received pandemic narrative, he still managed to ask some
mildly critical questions.

Interview with Andrew Kaufman byDel Bigtree forThe Highwiretalkshow.
(Del Bigtree's YouTube channel has now been removed by YouTube)

When asked about his credentials by Bigtree Kaufman claims he
is uniquely qualified to speak on these viral matters because of
his scientific training amh his independece from the medical and
academic establishment. However, having some academic
training doesn't qualify one in the least to speak with authority
on such a highly specialized field as virology. Not even closely
similar specializations such apidemiology or statistics provide
that capacity.

Kaufman may have initially been trained as a biologist at MIT (as
an undergraduate), but he has worked for biotech companies,
worked as a physician assistant, worked in cancer medicine
(hematology) and wento medical school in psychiatry at Duke,
and specialized in forensic psychiatry. As he summarizes his
resumé: "so i've done quite a lot of things in healthcare and
medicine."” And he is selling health care products for a living now
(and charging hundredd dollars for a short online consult).
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Here's his take on the current pandemic, and he obviously
represents a more extreme view than his already quitechatr
talkshow host is willing to entertain:

| just want to separate the SAR®V2 virus which is whathey've named what they call as a virus
and COVIEL9 being the illness. So | actually reject both hypotheses.

What brought Kaufman to this rather extreme view? He looked
at the earliest scientific papers that claimed a virus had been
isolated, which tookim some time because the language used
was very technical, and concluded that in none of these cases
was that actually true. In his understanding, it was first
concluded that the early patients suffered from some SARS
related illness and when taking sarepl of their lungs, they
decided some genetic snippets were evidence for such a virus:

What they did is, they amplified a piece of genetic material that had a part of its sequence that they
were specifically looking for, because they had-jplentified the® sequences as being from viruses.
And they just basically identified a shippet of this genetic material and said that this was a virus. And
they did really nothing more. So there was never a particle that was purified from which they would
extract genetianaterial and say: this RNA came from this particle, therefore it belongs to the patrticle
and it makes up a basically genome of a virus.

What Kaufman doesn't mentianor even fails to understard

is the following: the earliest Chinese researchers produchd
genomeof this new virus, using state of the art sequencing
technology that allows you to do that in a matter of days, or
even hours. Soon other researchers would do the same, in many
countries all over the world, and these genomes matched up
perfectly, resulting in the consensus that the genome of SARS
CoV2 consists of about 30.000 bases. Other viruses are much
smaller or bigger (selart §.

Over time, tiny genetic differences showed upignalling
mutations that are to be expected with these RNA viruses. Thus
an evolutionary tree could be builf this particular virusThis
tree, and those of other viruses as well, can be viewed in real
time atnextstrain.org as | have mentioned many times. Please
do! Based on this collaborative information, countries could
trace how the virus had entered their borders and take
measures accordingly.
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What is more, this newly assembled SARS2 genomewas
quickly matched against its predecessor SARS, and to other
coronaviruses, both of human and bat origin, again in an
elaborate evolutionary tree of this family of viruses, showing
exactly how and where this particular SABRS/2 virus
wasdifferent.

And that's an important point: because any test that aims to
detect this particular virus only needs to focus on what makes
it uniqguer not on the full 30.000 bases genome of the virus
itself, nor on the bases that it shares with its corona family
members (hich include innocent common colds as well). Tests
that are devised based on this information could therefore be
made highly specific for this virus. It's not that when you are
tested for COVIRA9 and you have a common cold, you are
automatically tested psitive.

Genomic epidemiology of novel coronavirugslobal subsamplingNextstrain.org.

This is exactly the pattern one would expect when there's a
mutating virus raging around theorld.

WITH A BLIND EYE HOARTA
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And yet, closing his eyes to these data, Kaufman keeps saying
"they have never isolated any virus." He correctly understands
that these tests specifically look for a short sequence, but
maintains that we never know wherdnat piece of RNA came
from. Its source could as well have been our own cell material,
more specifically the exosomes we produce ourselves, and
which sometimes contain RNA, or perhaps from bacteria in our
lungs.

But what Kaufman never does is go to thesélmhed SARS
CoV2 genomes, which are publically available, and point out
exactly which of these "viral' gene snippets are actually part
of our ownhuman genome (which contains, not 30.000 but
3.200.000.000 basesso good luck with that). Sd¢eart 15for an
attempt like thatt which failed miserably in which it is claimed
that our human chromosome 8 is involved.

In the meantime, Bigtree and Kaufman are back into conspiracy
lane, and wonder why nacientists in the past months have
actually "isolated the virus", and they see that as a burning
guestion! Perhaps they did, and they didn't like what they
found, they surmise? But without this isolated virus, they tell
each other, there is no ground fomg lockdown measures,
social distancing, let alone for vaccination to be implemented on
a worldwide scale (to the benefit of vaccine manufacturing
companies). What they fail to understand is that part of the
sequencing protocol are several elaborate stegppurification.
How deep can one be lost in pseudoience?

Has Kaufman really no clue about how genomics wares?
knows it even better:

So just to give you a sort of a picture of the scale of this, they say that the full genwhieh they
haven't mappedn the way that | described but they pieced together using computer modeling, just
like Ferguson's computer modelndput they say that it is, | think, 30 or 40.000 bases long, the
whole genome. The little snippets that they're testing for are two to thremdred bases long, so
they're just a fragment of what they say this whole genomic sequence is. But once again, they don't
have any proof of the origin of this sequence of RNA, so what they're just showing is that this
sequence of RNA is present in a ggriof samples. And | think the president of Tanzania even tested

it on a piece of fruit and showed that it was present.

If you just think about the human samples for a moment, like let's say that it's our own RNA that is
expressed, under certain environmigl circumstances like perhaps when we're ill or if the humidity
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is really low or things like that. Well, we're basically just showing the presence of our own RNA from
those circumstances. So there's no way to correlate it with a virus.

To start with thelast claim, the president of Tanzania is an anti
vaxxer and hardly a source to be trusted. As | explained, the
tests are so specific that they detect only viral material. But
seriously, no researcher has ever claimed the genome of-SARS
CoV2 to be 40.000 &ses, not even close. That tests look only
for small snippets iprecisely the purpossith these tests, not
something to lament. And their origin can be traced to the full
viral genomes that have been separately assembled. Besides,
the "little snippets that they're testing for" are about two dozen
bases long, like: CTCCCTTTGTTGTGTTGT, not "two to three
hundred".

Now, comparing this to the computer modelling done by Neil
Ferguson, a mathematical epidemiologist at Imperial College
London who led an influerdl, but controversial, simulation of
the coronavirus pandemic, is a blunder of the first magnitude.
Genome sequencing is a totally different scientific problem,
which uses its own highly sophisticated software (Beg 6.

So Bigtree tries again, "but we are told this virus is very similar
to the previous SARS virus", but Kaufman is adamant:

Well | want to first say that the original SARS virus wasn't isolated either and they used the same
exactprocedures in that, so you have to really question the basis of comparison to something that
wasn't clearly proven in origin in the first place.

These days every single living thing is sequenced, from plants
and animals to bacteria and viruses. If Kaufmaauld be
consistent, he would question all these efforts equally, not only
in the case of viruses, but for some reason he doesn't. And
whether the most burning scientific question really is if viruses
are actually exosomes or not, as the gentlemen congludeat
holds Kaufman back from consulting the exosome experts and
see what they think? We already know and they are not
impressed, as we have seen. He will probably browse through
that literature until he finds something that confirms his
preconceived notins, as he did with James Hildreth.

Left without a virus as causal agent, Kaufman needs to come up
with alternative explanations for the spikes in deaths that have
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been observed in many countries (though some even want to
deny that). He suggests: peoplevieabeen scared to death(!)
when the WHO declared the worldwide pandemic, they died
because of wrong medical treatments, or because of air
pollution, anythinggoes in these alinedical circles as long as it
is not a virus.

Our knowledge of virusesysst, which even a cursory glance at
the virology literature would make cleamnless, perhaps, for
Andrew Kaufman. There are data, research, journals,
conferences, and yes, controverses. But Kaufman wants you to
believe this is all a mirage. And he doesn't fied burden of
proof is on him, for "a virus has never been isolated." With smug
superiority Kaufman claims that "the science should be properly
done first", and he bluffs his way into virology.

Unfortunately many will be vulnerable to his message of-self
healing and virus denial.

So here we go again, this is how Kaufman blunders on the topic
of modern virology:

KAUFMAN'S
CLAIMS

FACT CHECK

Genome modellin .
g Genome sequencing

Cerqusons | oIk compltay
-erguson: different from
epidemiological Ferguson's model

modelling. |

The SARS0W2
genome is 30 to
40.000 bases long,

| think.

All of the SARE0\/2
genomes are around
30.000 bases.

The little snippets | The gene snippets used
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they test for are in test are about tw

two hundred to dozen bases long, like
three hundred CTCCCTTTGTTGTGTT
bases long.

The tests detect
our own RNA,
which is natural
and exists inside all
of us.

The tests detect viral
RNA, which is different
from the human
genome.

Both SARE0VV1

and SAREov2

are artefacts that
don't exist.

SAR&0VV1 and SARS
CoV\,2 are highly similar
viruses.

Wouldn't you expect even a forensic psychiatrist like Kaufman to
have more faith in the science of DNA and RNA genomics?

OTHER VIDEO REVIEWS

| found two videos that respond to this Highwire intervieuth
Andrew Kaufman, which | want to share with yoa very long

and a rather short one. The first is by Kevin McCairn, a brain
scientist living in Japan who has debunked many of Kaufman's
video on his owrYoutube channel

A running commentary with many references to the scientific literature (2:57:52)

The other video review is by Benjamin Neuman, a Texas based
virologist, who runs a Facebook science groésk' Dr. Beh
specifically related to COVII®:

A lighthearted, informed response by a professional coronavirus specialist (8:47)
-0-0-0-0-0-
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JONDON

To end on a more positive note, London Rehk online
platform that hosted the interview with David Icke which
originally prompted me to write this series (sBart 1), has now
featuredDennis Carrollwho serves as the Chair of the Global
Virome Project Leadership Board. Very sensible talk for a
change! See: Dennis CarrdlHow Every New Virus We're Going
To See In The Coming Decades Already ExBitital Freedom
Platform, freedomplatform.tv, July 22, 2020. See also: Kevin
Berger, The Man Who Saw the Pandemic Corhitautilus
March 12, 2020.
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Part 10: Between Alarmism and Denialism

GLOBAL WARMING, ANNE?

There are interesting parallelsetween the responses to global warming,
and to the current coronavirus pandemic.

Before the coronavirus pandemic took off in early 2020, and
grabbed the attention of virtually all of our news outlets, climate
change was on top of the agenda. Global wagnianyone?
Greta Thunberg, remember? There are interesting parallels
between the responses to global warming, and to the current
coronavirus pandemic. Both topics were heavily politicized,
especially in the US, with "skeptics" in both fields contesting the
conclusions of science. As we've had "climate skeptics", there
are now also "virus skeptics" or "pandemic skeptics", as we have
seen in this series of articles. Some, like Stefan Lanka and
Andrew Kaufman, even deny the very existence of viruses.
Those onthe conservative side of the political spectrum see
both issues as a nessue, a ploy set up by a corrupt
government (the "deep state"), which aims to destroy our fossil
economy or enslave and poison the general population with
vaccines.

|11

TIME FOR
YOUR NEXT °
VACCINE/

WE LOVE You, Y
BILL GATES WE HAVE OUR BiE BROTLERT
LAS SAVED US! )\ DIGITAL TATTOCS!
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This has goneot such extremes that wearing masks or social
distancing has become a matter of life and death for some
culturally if not physically. In these paranoid circles, Ga®dids
rebranded as Coviti984. Big Brother Bill Gates is watching you!
It is good to reafie there are extremist positions on both sides.
Where alarmists usually tend to get germophobic (the virus is
everywhere!), antivaxx virus denialists are usually toxicophobic
(poison is everywhere!). This seems to be a Fake Debate full of
False Choicesnlthese alimed circles we are told we can
disregard the virus if it exists at all as long as we keep our
immune system healthy. Why not do both? Or: it is better to
focus on disease prevention than on finding a cure. By all
means! But this doesn't help ¢hthousands that are now
afflicted by the SARS0V2 virus.

This seems to be a human psychological response towards grave
existential risks: either become obsessed by it or denyaitd
everything in between. We might say that the Western world
has literaly become obsessed by the coronavirus pandemic, as
most pages of newspapers that appear today are still covering
this topic. Be it the coronavirus pandemic or global warming, all
positions between alarmism and denialism seem to have been
taken up, as | havidustrated in Table 1.

CORONA PANDEMIC GLOBAL WARMING

ALARMISM
Millions will die Sea level rising will
because of this new end modern
virus civilization

We will never be able| It's too late to avoid
to destroy this virus | a climate catastrophe

All we can do is All we can do is
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adapt to this new
coronavirus

adapt to the
changing climate

We need to change
our behavior to avoid
disaster

We need to change
our behavior to avoid
disaster

Pandemics are the
result of our invasion
of nature

Climate change is
caused by industrial
civilization

Viruses are
beneficial, not
harmful, introducing
new genes

Global warming and
increased CQevels
are good for nature

Viruses have always
been there

Climate changes are
natural

Viruses don't even
exist

There is no global
warming

It's a hoax meant to
destroy our fossil
economy

It is a "plandemic” in
service of the vaccine
industry

DENIALISM

In both areas, theséskeptics" see themselves as seekers for
truth and freedom fighters, against a corrupt and malevolent
government. Of course, the labels "alarmism" and "denialism"
are loaded with biases. Alarmists see themselves as eminently
rational:what elsecan we do when faced with such a huge risk
of a global warming or a global pandemic than take drastic
measures to prevent or at least mitigate its effects? And even if
the risks turn out to be overestimated, isn't it more advisable to
err on the side of aution here? Denialists, on the other hand,
see themselves as defending a much neglected aspect of the
discussion: either the value of modern civilization (and its
cultural achievements) or a view of health that stresses
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prevention and a natural life stylever cure by conventional
medicine.

SKEPTICISM OF CONVENWAL SCIENCE

What both "skeptic" views have in common is a deep skepticism
of conventional science. But wait, isn't sciestpposedo be
skeptical in the first place? Real skepstartwith the scientific
consensus in a given field, and familiarize themselves with it to
the best of their ability, before the idea of discounting a whole
field of science can even arise in their brains. Fake skeptics pick
and choose whatever they understand of aegivfield, and
fabricate their own alternative theory. They just don't do their
homework.

What typically happens here is that sploclaimed "experts"
such as Andrew Kaufman do a selective reading of the scientific
literature which confirms their preonceved notions. These
"experts" usually don't publish in respected scientific journals,
but directly address the general public through YouTube videos,
often receiving hundreds of thousands of views. Andrew
Kaufman is a prime example of this approach, ahaee seen,
where he selectively reads the virology literature to support his
thesis that viruses are actually exosomes (Bag 3andPart 4).

To reach that mistaken conclusion he has to overlook vast
amounts of data, from electronmicroscopic photos to genomic
evidence amassed by science about viruses, their nature and

behavior. He even doesn't even shy away from claiming support
from regpected scientists such as James Hildreth, where as a
matter of fact these scientists in no way agree with his
misinterpretations.

Shamelessly claiming deeper insight, Kaufman rejects the
scientific consensus about the current pandeimitoto, while at

the same time lacking any credentials himself. As he conceded
himself, he has never done any virological research, ever. As
coronavirus  specialist Benjamin  Neuman  humorously
commented, and | am paraphrasing: "l don't claim expertise in
psychiatry (Kaufman'sield), so a psychiatrist shouldn't mess
with virology" (se€Part 9. The true test of science happens
when a new theory, however speculative or unconventional, is
evaluated in the scientific arenahrough journals and
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conferences, and not by counting likes or shares of YouTube
videos. The very moment these videos are banned by Facebook
or YouTube, because they violate generally accepted medical
views, these ‘"experts" get an undeserved status of
misunderstood geniuses or even cultural martyrs.

Science denialism has many forms, evolution denial being the most ancient one. Climate
change denialism has a decades long history as well, but virus denialism is of more recent
origin, though it has had if®rerunners as well.

Science is not a democracy, but if 97% of all climate scientists
subscribe to the notion thaglobal warming has a human
originand has deastating consequences, both for human
society and many endangered species, it definitely means
something. Likewise, if the large majority of virologists agree
SARE0V2 poses a tremendous risk and CO¥Dis much
more than even a heavy flu, because fiteats multiple organs
including our brain and kidneys, even in younger people, we
have to pay close attention to their message. If dissenting or
minority views are not accepted by science, it usually stands to
reason, because they lack the overview arteai and seasoned
scientist has of his or her fieltf.they have any expertise at all.

Studies into scientific agreement on human-caused global warming

"The 97% consensus on global warnmingkepticalscience.com

This is not to say the measures taken in the past six months
don't come with a heavy price in terms of economic recession
and social deprivation. But seeing malice and nefarious intent
behind this worldwide and coordinated strategy, on top of the
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selectiveuse of scientific insights and accomplishments, is a sure
sign of conspiracy thinking. On the contrary, | would
say,finallythe world can tackle a problem of this magnitude
with coordinated action. If only we could do the same with
global warming! It als doesn't mean that we don't need to
carefully and continuously revaluate this policy whenever the
costs outweigh the benefits.

TECHNIQUES OF SCEENENIAL

Science denialism has many forms, evolution denial being the
most ancient one. Climate change d@lism has a decades long
history as well, but virus denialism is of more recent origin,
though it has had its forerunners as well. Since climate change
denialism has been with us for a much longer time, it has been
analyzed by true skeptics quite profougd On the Skeptical
Science website, which lists and refutes all the false arguments
usually presented by these denialists, | found a nice overview of
the many ways conspiracy thinkers try to make their case. It is
summarized by the acronym FLICC, whitdnds for Fake
Experts, Logical Fallacies, Impossible Expectations, Cherry
Picking and Conspiracy Theories. John Cook, who compiled this
taxonomy, ceauthoredThe Conspiracy Theory
Handbool(2020), which is freely available as PDF.
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Techniques of Science Denial
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"A history of FLICC: the 5 techniguessafence denidl scepticalscience.com

When it comes td-ake ExpertsKaufman is a prime example. He
bluffs that "the similarities [between viruses and exosomes]
have been recognized by scientists, including virologists, and
many times scientists hawactually said they are the same thing,

or they have substantial overlap. Including prominent
virologists."  Unfortunately, the most promineanhd
onlyvirologist he specifically mentioned, James Hildreth,
rejected this view. The other "virologist" he menimd, Stefan
Lanka, is actually a "ndgrologist”, because he denies the very
existence of viruses. When someone claims that "many times
scientists have actually said the same thing as | do" you know he
is trying to impress a layman audience, not a group of
specialists. Quite often, online petitions are offered as protest
against lockdown policies in various countries, signed by dozens
of "experts" or concerned citizens, but rarely if ever do they
have the relevant expertise. (The same is true about petition
raising doubt as téhe validity of Darwinian theoly
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FAKE EXPERTS

Quote MiningandCherry Pickingire also high on Kaufman's
list, for he mentions his excitement when umbled upon
Hildreth's quote (in the context of the HIV virus) that "the virus
is fully an exosome in every sense of the word." Adds Kaufman:
"Now this was just a great confirmation of what | was already
thinking. | was kind of blown away when | readstin a paper.
Because this was one of the last papers | looked at. To find that
they have come to the same conclusion really helped validate
my opinion." As we have discussed, this is just a matter of
confirmation bias, simply because virologist (or ersome
expert for that matter) of name and fame would say these
things. This quote, quoted out of context, just confirmed "what |
was already thinking" the hallmark of amateurism and pseudo
science. And he even concedes "this was one of the last papers |
looked at." Does that mean all of the other papers he looked at
did not confirm his own preconceived opinions?

Andrew Kauf man: 61 think |
know what is really going on. 6

When it comes taConspiracy Theorilaufman's scores are high.
He isilmmune to Evidence becaus he doesn't recognize the
iconic electronmicroscope photo of a coronavirus even when he
sees it, mistaking the spikes on the virus for supposed viruses on
a human cell. He doesn't even consider the evidence provided
by genomic science, which hasoduced thousands of whole
genomes of SARS0VV2 by now, adding evidence to the theory
that there's a malignent virus going around the world, and
possibly mutating to even more harmful variants in the process.
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He can play th@ersecuted Victinsince he losthis job some
months ago, as soon as his university got wind of the cranky
ideas about health and disease he was communicating through
online media. And he seégfarious Intentbehind the ce
ordinated action of the various countries all over the world to
combat this new virus. In his mind, this can't be anything other
than a planned operation to get humanity vaccinated with
poisonous vaccins, or even chips that will change our DNA. | am
serious.

Conspiracy theories are are shot through with these logical
fallacies. In many cases they are contradictory. As to viruses,
Lanka and Kaufman deny their very existence,d2agh Bush
another altmed celebrity, argues that the SARSBV2 virus
can't possibly be harmful becaus&uses are everywher& hat

is of course a non sequitur. Among the thousands of viruses that
live happily in other species, a few can change ("spill over") so
they can enter and thrive in human cells, and thus become
harmful. Some smasarse denialists argue that people only
die with the virus, notbecause othe virus, because they have
so many underlying illnesses. This overlooks the fact that the
virus may pull therigger, and without it they might still have
lived longer. So yes, people with underlying illnesses have a
higher chance of dying because of it.

Relax! | have

a bachelor
}‘ &
@l in Fomputer
science!
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This is not to say one cannot question the received scientific
view of the current pandemic, and the best course of action to
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combat the virus. Legitimate questions can be asked as to its
case fatality rate, the efficacy of masks, the reliability or even
usefulness of vaccins, or the relative importance of droplets
over aerosoles in the spreading of the virus. SBR®¥2 has
undoubtedly been the most investigated and commented upon
virus of all times, mostly due to the advanced technology of
whole genomic Gience. At the time of its predecessor SARS
CoVl, it took months to decipher its full genome, not to
mention against which astronomical costs.

And yet, scientists are still struggling with many of its aspects. As
Matt Ridley wrote (in May) ifhe Spectato

We know everything about Sa@o\2 and nothing about it. We can read every one of the (on
average) 29,903 letters in its genome and know exactly how its 15 genes are transcribed into
instructions to make which proteins. But we cannot figure out hoiw #preading in enough detail to

tell which parts of the lockdown of society are necessary and which are futile. Several months into
the crisis we are still groping through a fog of ignorance and making mistakes. There is no such thing
as 'the science'.[1]

This pervasive ambiguity and ignorance about all things SARS
CoV2 tempts some people to turn to conspiracy theories about
its origin. Postulating a simple and single cause behind this
pandemic (China, 5G, Bill Gates, the New World Order, Lucifer)
betraysthe complexity of this phenomenon, and overlooks the
need to use all the science we have to improve the situation.
Misinformation and selproclaimed experts definitely don't
help. On the other hand, isn't the virus such a single cause?
Kaufman, by takinghe virus out of the pandemic, creates a
completely new type of complexity: he needs to explatmere

all these thousands of people are dying fro@r how so many
infections can arise from a single meeting in a pub. Or how
genomes assembled in differenbuntries show tiny variations.

A puzzle he will never solve.

How do we find the sane middle ground between both alarmism
and denialism, hysteria on the one hand and paranoia on the
other? By listening to science and taking its findings seriously.
And by umlerstanding we are part of the problem, if we don't
change our behavior, in terms of invading and ruining nature
and its scarce resources. And that includes leading a healthy and
sustainable life style, as well as taking all the necessary
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precautions so tht we don't get infected, nor infect our fellow
human beings, with this new virus.

When you think about it, conspiracy theories are inevitable when you deny a scientific
consensus. Howlsedo you explain how all the world's scientists agree on something
that youdon't believe?-- John Cook, Denial 101x

NOTES

[1] Matt Ridley, We know everything and nothing about
Covid, www.rationaloptimist.com, 9 May, 2020.
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Part 11: David Icke and the Method in the Madness

By seeing evil intent everywhere Icke is reinforcing the very demon
haunted world he aims to overcome.

This Coronaonspiracy series started off with David Icke being
interviewed for London Real back in early April 2020. We have
focussed mostly on Andrew Kaufman's brand of virus denialism,
but now it's time to return to Icke himself. He has been
interviewed by London éal several times now, and the fifth
installment has just gone live.[1] It is modestly called "Icke 5
The Answer", after the title of Icke's latest book.[2] Icke has also
released an animated movie about the global pandemic, called
"How They Pulled Off hE 'Pandemic™.[3] Mark the quotes
around "pandemic", because in Icke's view, there is neither a
pandemic nor a virus, but just a planned hysteria around a
supposed virus, aimed at enslaving and poisoning humanity
through vaccination. All this has been cogted by a hidden
dark power elite, whose only goal is to feed on fear and anxiety,
and seems to have succeeded in literally scaring everybody to
death. But there's hope. We can resist all lockdown measures,
mask wearing and social distancing, to freesalves from this
enslavement and take back our individuality.

TRANSFORM YOURSELF

David Icke- The Answer full length interview", www.davidicke.com[1]
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Now this is quite a gloomy worldview. Rart 1we learned
about Icke's affinity with a sensnostic worldview, in which the
world as we know it is ruled by evil powers, headed by Lucifer or
Satan or the Demiurge ("different name, same force") at the
top, and a host of demons archonsat the lower levels of the
invisible worlds. When it reaches the earth, this sinister entity is
known as the Elite, the Spider, the Cult, the llluminati, the Cabal,
the 1%, and other illustrious names. Far above both are Sophia
and the Godhead, divine realities that can be contadtedugh
individual spiritual experience, but are unrelated to worldly
affairs. Hence Icke urges us to no longer cooperate with the
dictates of the government, which has imposed a lockdown on
us to prevent a "virus" from spreading.

And here is where Icke'anessage gets dangerous and
irresponsible. By denying the reality of the virus, all global
attempts at eradicating it can only be understood as a nefarious
conspiracy against humanity. So all depends on this question:
does the SARG0V2 virug or anyvirust actually exist?

By seeing evil intent everywhere Icke is reinforcing the very
demonhaunted world he aims to overcome. Carl Sagan's
famous book by the same titldhe DemofHaunted World:
Science as a Candle in the DAr®97), celebrated the skeptical
approach of science instead of the comforting views of religion
and pseudescience. Modern man no longer believes in demons
and higher or lower worlds, he is content to deal with human
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beings as such, who can act as demons or saints at times.
Science no loger offers the type of salvation promised by
religion, be it of an eternal afterlife, an ideal heaven on earth or
an absolute state of being. It aims at gradually improving the
human situation with the help of medicine and technology.
Sagan quoted AlbefEinstein at the start of his first chapter as
saying "All our science, measured against reality, is primitive and
childlike- and yet it is the most precious thing we have." That
indeed should be our stance towards science.

Icke, by contrast, has no suchith in science, and derides its
efforts to both understand the nature of this global virus and
fight off its devastating effects on humanity at large. His
alternative is decidely religious, for he has a message of
consciousness and love, which will freg foom all restrictions.

He effectivelydemonizescience to a very large extent. He fears
a future in which Al and traAsumanism have taken over and
reduced us to subumans, not tranumans, devoid of
individuality and the capacity to think, or even ¢boose what

to think. In his grim, dystopian worldview, "we are at the cusp of
the end of human freedom"[1], envisioned by both
Orwell's1984and Aldous HuxleyBrave New WorldAccording

to Icke, these hidden powers see China as the ideal model of
socidy, with its firm grip on its citizens, its face recognition
camara's, and through this fake pandemic, measures of track
andracing individuals has become possible at a global scale.

He highlights the devastating consequences of the lockdown
campaign, interms of the disappearance of small businesses,
the loss of homes, jobs and health by millions of people and
claims the scientific evidence for this operation is flimsy. He
denies the SARS0V,2 virus has ever been isolated and the tests
used to detect thevirus were never meant to do such (according
to its inventor the Nobel Prize winner Kary Mullis), they only
detect for general human genetic material, which would explain
the high number of false positives (following Andrew Kaufman's
narrative). And givetthat the virus has been made up from the
start, the list of symptoms of COVID can be expanded at will
by the authorities, to keep the number of "cases" at a level high
enough to warrant strict lockdown and monitoring measures.
When the WHO urges evegpovernment to "TEST, TEST, TEST",
this has only one goal: to increase the number of "cases". Trump
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would love this analysis, for he too believes that the less we test,
the less cases we will find, and the better off we would be.

David I cke:nothpowettui so

The fact that Icke has been banned from social platforms like
YouTube and Facebook does not surprise him in the least. "The
narrative of the pandemic is so ludicrous, so full of holes, so
unsupportable by the evidence, that the only waydefend it is

by censoring anything that exposes it."[1] So it becomes almost
a matter of honour in these circles to get banned. "Anything that
challenges the pandemic is targeted for censorship."[1] But he
sees it not as a sign of strength of these Powdrst of
weakness: "the Cult is not powerful, that's what they are:
'frightened little boys and girls in short trousers™[1] And: "l see
absolute desperation of the Cult."[1] If only if we would simply
refuse to cooperate, their power would vanish, becaubkey
lack the means to enforce the lockdown policies. He seems to
envision a violentless resistance movement that will end this
pandemic drama, and thus, the reign of the evil Powers. The
refusal to wear masks is symbolic in this battle. In Icke's opinion,
they take away our individuality and our health (by letting us
breath our ow C@and depriving us of Oxygen). Again, Icke
claims to have science on his side here.

b5[9 i ¢1 9 5! w

So let's turn to science now, to see if we can bring "a candle in
the dark" in this demothaunted Ickian world leaving the
decidedly occult and metaphysical aspects of his philosophy for
what they areMost of it has a fictional origin anyways.[4]
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Does theSARSC0\2 virus exist?

Do the tests test for this particular virus?

Do these tests result in many false positives?
Do more tests result in more cases?

Are the lockdown measures appropriate?

Is the wearing of masks bad for your health?

N o g b~ N e

Is the banning oDavid Icke c.s. justified?

Does the SARS0\/2 virus exist?

As we have documented in earlier parts of this series, the SARS
Co\2 virus most definitely does exist. Its full genome of around
30.000 bases has been published within weeks of discovery, and
in the following months thousands of SAR8V2 genomes have
been added to the international public virus database by
numerous researchers in various countries all over the world
(seewww.nextstrain.orgor a graphic representation). Icke and
Kaufman have no clue about this extremly specialized and
sophisticated field of biology. They are stuck in old school
virology that knows nothing of these spectacular advances. By

comparing strains of SAR®\2 real time evolution of the virus
has been documented, as it spreads to the various countries of
the world. What is more, comparing this genome to that of
other coronaviruses, or even viruses from other virus families as
they live in bats and other animals, the pige location of the
SARE0V2 virus within the evolutionary tree of viruses has
been established. Good luck if you want to simply dismiss this
wealth of highly specific data.

Do the tests test for this particular virus?

This brings me to the next poindo the tests for this virus really
test for this particular virus or just for some unspecified genetic
material, as Icke and Kaufman suggest? If the latter case were
true, these tests would be worthless indeed. And did its inventor
Kary Mullis really statéhey were not supposed to be used to
detect viruses? As you can readPart 1, this is patently untrue.

But again, as discussed before, in principle these tests
are highlyspecific and can even distinguish between SER%2

and its relative SARSo\{1, not to mention other coronaviruses

or respiratory viruses, precisely because scientists can tell them
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apart by looking at their genomes (of course many different
tests are oit there which may vary in sensitivity and specificity).
So instead of endlessly repeating their "no isolation, no test"
mantra, they would do well to familiarize themselves with what
science is able to do in 2020. This relates to the larger story we
dealt with about the similarity and differences between viruses
and exosomes, and more in particular if what is detected as a
virus might in reality actually be an exosome, which can contain
viral material. But even in that case, that viral material comes
from avirus which has entered the cell, so this in no way
provides evidence for the neaexistence of virusason the
contrary. Icke and Kaufman complain that at no point have
control tests been done, with healthy cell material, but this
leads me to the next pot.

Do these tests result in many false positives?

Do these tests really mostly produce false positives? A "false
positive" in medical jargon means you are called sick when you
are healthy. (A "false negative" is the opposite: you are called
healthy when you are sick). With viruses there's the
complication that you might have the virus and not feel sick, or
become ill in a matter of days, or have been sick a while ago, or
even that the test has detected a fragment of the virus (for
which it has been desigul). Leaving these complications aside,
it is time to put to rest the suggestion so popular in-@Akd
circles that "everybody will test positive." As the RIVM, the
Dutch CDC, reports: "The percentage of positive tests in the
Netherlands increased this wkdrom 1.1% in the week of 20
July to 2.3% in the week of 27 July."[5] This relates to people
with (mild) symptoms who have asked to be tested. When
people with no symptoms are tested this percentage would of
course beeven lower but not zero due to possie
asymptomatic cases. Really healthy people would not test
positive. So suggesting most tests are positive, implying many of
these arefalsepositives (Kaufman mentioned 80% false
positives in his presentatiofart 1) is ludicrous. Comparing
these data with other countries is meaningful, the US for
example has an average of 7.7% at this moment[6], indicating
the virus has spread more widely there. In April only hospitalized
patients were testedhence the high positive rates of 20%.
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Fotal new tests: 720,485

Let me ask a simple question: if the PCR tests would result in
false positives most of the time, as virus denialists like Kaufman,
Ickeand others continuously claim, why are the percentages of
positive test outcomes usually less than 10%, where one would
expect them to be 8d00%? And even if these 10% were
all falsepositives, that figure would completely destroy their
claims.

And if viologists have failed to do a proper control experiment
when sequencing the virus, as these psewsdentists also
suggest, then the reality of these very low positive test
outcomes also destroys that claim. When healthy people are
tested negative, that'shte very control that proves the PCR test
only detects viral material and nothing else, let alone general
genetic material.

Do more tests result in more cases?

Furthermore: does more testing result in more cases, as Icke
(and Trump) claim they do? Of courseBut tests
don't producecases, nor does doing less tests make the virus go
away, as many have interpreted Trump's confused tweeted
utterances. That's not the point of doing more tests. By doing
more tests you ged more accurate picturef how the virus has
spread in a given country. It is the percentage of tests that are
positive that is the more interesting indicator. Said differently:
how many tests should be performed before a positive case is
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found. This is different per country, hee these relative
comparisons between countries are meaningful. And it makes a
lot of difference if you randomly test people from all over the
country, or only in areas that are more heavily affected, or IC
patients or people who seBelect themselves tde tested
because they think they have CoMifl. This is a statistical
Walhalla | don't want to go into now, nor would | have the skills
for that.

We have more Cases because we do more Teshng It's Lamestream Media
Gold!

ﬂ') Donald J. Trump @ @realDanzldTrum

Are the lockdown measures appropriate?

Are the global lockdown measures appropriate? This is the most
difficult question to answer. It involves estimates of the
contagiousness and harmfulness of this virus, otherwise known
as the "case fatality rate" (the chance of dying from the virus
when you have it), not to be confused with the mortality rate. It
involves comparisons with how many people die on average,
from the flu or otherwise, and also data about excess deaths in a
given period. Icke suggests that hospitals get paid for reporting
as many deaths as Covi® deaths, thus artificially inflating its
death rae, but the really interesting figure is how many more
people die in a given period compared to previous
years,regardless of the cause of deathimost all countries have
shown a peak in number of deaths (regardless if they have been
classified as Cowtb related or not). Then the vast social and
economic costs of a lockdown should be taken into account, a
most difficult task because it amounts to assessing how many
surplus deaths are acceptable. But Icke does have a point that
these costs might be veryigh indeed. That's for politicians to
decide, not for scientists, let alone virologists.

Is the wearing of masks bad for your health?

Since Icke makes much of mandatory mask wearing and its
health consequencesat the start of the video he rants for a full
hour about why he is refusing to complyet's touch briefly on
that one. While it might sound plausible that a mask interferes
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with both Oxygen uptake and G@sposal, this can easily be
debunked.[7] As the BBC mentions on its Reality Check page
related to corona (so | refer to that page):

VERDICT

Masks deprive your body of oxygen False claim

No evidence to

Masks can cause carbon dioxide poisoning . .
support this claim

No evidence to

Masks harm the immune system . .
support this claim

Icke also floats the peculiar claim that 5G somehow interferes
with our Oxygen uptake, as describedPiart 1 It turns out that
Oxygen resonates withfeequency, 60GHz, that is used by 5G (it
uses a whole band of frequencies, but this is one of them), a fact
known to the tech industry. |1 have not found replies from
science to this particular claim yet, but | always take heart
knowing that the band of visle light in the electromagnetic
spectrum is measured, not in MHz or GHz but THz (which stands
for "teraherz", onerillionor 10%hertz or 1.000.000.000
kilohertz), and nobody has yet complained about being daily
exposed to that highly "dangerous" rat@n. Of course, UV
light, at the "bad" side of that band, is known to be unhealthy in
large doses, but we are far, far away from the fonizing
radiation which includes 5G.

The current pandemic is already bad enough, but to imagine that it is alledaatches the
imagination of even the most ardent science fiction fan.

Is the banning of David Icke c.s. justified?
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THE
ANSWER

DAVID ICKE

David Icke Books (August 13, 2020)

And last but not least: are social media platforms such as
YouTube and Facebook justified in banrbayid Icke (and other
alt-meds) because he "violated its policies by posting misleading
information about the coronavirus pandemic"?[8] It is perfectly
understandable that Icke takes this as even more evidence for
the correctness of his paranoid suspicia@imut Big Tech being
on the wrong side of historyt all depends on how you think
about the virus and its existendéyou believe there really is a
virus, then all forms of virus denialism are in the end harmful
and should be counteracted, because thavise against taking
the necessary precautions. For sure, Icke is not calling for violent
resistance, but only for nenompliance with the lockdown
measures. Incidentally, if the mere fact of wearing a mask is
capable of destroying our individuality, beke laments, instead

of being a gesture of solidarity and protection, that is not much
of an individuality in the first place. But if there is no virus, as
Icke maintains, then these measures can only be seen as yet
another way to suppress his subversigeas, and it will only
strengthen his conviction he is right (and hundreds of thousands
of fans will agree with him on that). Now who are we to believe
regarding this fundamental question? Safipointed experts
and visionaries, or people who have speherte professional
lives studying these matters?

Icke sees a pattern in this pandemic, "a method to this
madness"”, to quote Shakespearklamlet but it is a delusional
pattern, far removed from the realities of science. Quoting
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Einstein again, science i#he most precious thing we have."
The method tdcke'smadness is the result of ignoring basic facts
of science, to fabricate a story of hidden evil powers that are out
to get us. The current pandemic is already bad enough, but to
imagine that it is all #arcestretches the imagination of even
the most ardent science fiction fan.

With David Icke, who mixes eloquence with lunacy, | am always
left with the following question: if it is really true that for the
past three decades he has exposed the hiddenngland
workings of the Elite (which he seems to know in detail like a
creationist claims to know the will of God), why do they leave
him alone? Why is he still alive? Are these powers really just
'frightened little boys and girls in short trousers'? Carhgaione

of the most curious descriptions for the Adversary and his
minions | have ever seen.

NOTES

[1] "David Icke The Answer full length interview,
www.davidicke.com, August 3, 2020.

[2] David IckeThe AnswerDavid Icke Books, August 14, 2020.

[B]"L2¢6 ¢KS& t dzf £ SR-AmAfmatedkFm Wt I YRSYA OQ
Explanation By David Ickevww.davidicke.com, August 4, 2020.

[4] "The llluminatus! Trilody Wikipedia. The llluminatus!
Trilogyis a series of three novels by American writers Robert
Shea and Robert Anton Wilson, first published in 1975... In
particular, the regular use of the llluminati in populalttare as
shadowy central puppet masters in this type of fiction can be
traced back to their exposure via The llluminatus! Trilogy."

[5] "Current informationabout COVIEL9 (novel coronavirus)
Weekly COVHD9 update: 29 July4 Aug 2020 www.rivm.nl

[6] "Daily Stagéy-Stage Testing Trentslohn Hopkins
University, August £2020.

[7] "Coronavirus: '‘Deadly masks' claims deburiked
www.bbc.com, 24 July 2020.
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How They Pulled Off The "PandemicAn Animated Film Explanation By David Icke

FURTHER READING

Check out: lan M Mackay, PhD (EIEZ&s; PCR tests can detect
"the COVID virus virologydownunder.com, August 4, 2020,
which discusses the following frequently heard myths:

1 The claim that PCiests can be contaminated

1 The claim that PCR tests only detect a small part of the
virus

1 The claim that PCR tests don't detect "the COVID virus"
1 The claim that PCR tests don't detect the whole genome

1 A positive result doesn't mean virus is preseiiut we
can be pretty sure it was
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Part 12: How the Coronavirus Conquered the World

ANDREW KAUFMAN RBEVYED

This is a huge triumph of science, conclusively refuting the breathless
inanity of the virus denialists.

Always on the look out foresponses from science to virus
denialism, | recently stumbled on two YouTube videos created
by Richard M. Fleminga nuclear cardiologist specialized in
inflammation and heart disease. He had approached Andrew
Kaufman with the aim to debate with him on the existence of
viruses, but Kaufman seems to have declined the invitation.
Apparently he prefers to do monologues with people who don't
guestion his views in any way. Fleming offers sane and sensible
talk about Kaufman's virus denialism and fherain
TheoryKaufnan represents (as an alternative to the germ
theory of the medical establishment).[1]

Let's hear what he has to sayhis is his introduction to the first
video:

Dr. Andy Kaufman has repeatedly asked to debate anyone interested in debating Germ Thawy vers
his belief in the Terrain modela belief that claims viruses don't actually exist. Dr. Kaufman has
decided he does not want to debate me as | am unwilling to change my point of view. Apparently he
is only willing to debate those who will let him winet debate. The video explains just a few of the
flights of ideas associated with Terrain theory and Dr. Kaufman's beliefs. Decide for yourself what
makes more sense.

Kaufman's Terrain Theory & Flight of Ideas.

This video could not be embedded so click divatch this video on YouTube"

Here's a brief summary of the points Fleming lays on the table:

KAUFMAN FLEMING
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Terrain theory states
that bacteria get
generated by blood
cells in the human
body.

Red blood cells are the

only cells in the human
body that haveno
genetic material.

When we look at
"viruses" we are
actually looking at
exosomes in our own
bodies.

SAR&0V2 is not in
any way similar to the
genome of a human
being.

Koch's postulates
haven't been fulfilled
for SARE0v2 to
prove it exists.

Koch'spostulates have
been fulfilled for SARS
CoV, MERS and SARS

Cow2.

Terrain theory states
the body has to be
made more alkaline.

We already have an
alkaline body so we
can deal with acids.

Viruses don't exist.

Anybody who thinks
viruses don't exist is
missing out on
important scientific
data.

Exosomes are of the
same size of viruses.

Exosomes have a
broader range of sizes
than viruses do.

161




Exosomes are smooth

Viruses resemble or horseshoe shaped
exosomes. and don't have spikes

like coronaviruses.

RichardFleming correctly exposes the mistaken ideas Kaufman
has spread around viruses and exosomes. However, this doesn't
mean Fleming represents the medical establishment, far from it.
Perhaps that makes his critique of Kaufman even more valuable
and relevant so he can't be easily dismissed by the-rakkd
community as indoctrinated by conventional medicine.

Richard M. Fleming

In his otherYouTube videogou might learnFleming is against
developing a vaccin for SARSV2 (it won't really be effective),

is against the current testing craze (it should only be done in a
clinical context), advises to use Hydroxychloroxine (at least in
the early stages of COVID), is agaist wearing masks in public
(ust stay at home if you have symptoms) and so on.
Furthermore, he has had his encounters with the law concerning
his unorthodox approach to heart disease medicine, a period of
his professional life he deals with in a separdtieo as well. He
has also participated in a Round Table session for the
Transparent Media Truth channel calledviédical Mafia
Manipulatiori’, which included Judy Mikovisthe front women

of the Plandemimarrativet and he seems to feel at home in
this antrestablishment company. So this points to
disagreementsvithin the field of altmed, where Kaufman and
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Lanka represent the more extremist view when it comes to
viruses (denyingiruses even exist).

He also thinks the SAR®V2 virus has been manufactured,
because it contains sequences of HIV and Rabies around its spike
protein (without disclosing his source for this claim). What is
more, he mentions in passing that there's a guait for the 2003
SAR& 0V virus, which in his opinion clearly shows this was a
martmade virus (but still a virus). As you may recall fieant 2

| listed 12 claims of science that can be chakshagnd claim #4
was "The virus has a natural origin." | found the following
patents at patents.google.com: pateritsS7220852Band the
more detailedUS7776521Bfelated to "Coronavirus isolated
from humans™:

Google

Coronavirus isolated from humans

Abstract

Disclosed hersin is a newly isolated human coronavirus (SARS-CoV), the causative agent of severe
acute respiratory syndrome (SARS). Also provided are the nucleic acid sequence of the SARS-CoV
gename and the amino acid sequences of the SARS-CoV open reading frames, as well as methods
of using these molecules to detect a SARS-CoV and detect infections therewith. Immune stimulatory
compositiong are also provided, along with methods of their use.

Patent for SARE 0V filed by the CDC in 2003.

However, the patents seem to be related to the methods
ofisolating sequencing and detectingSARE oV, not to

the creationof an artificial virus. In those days (2003),
sequencing the whole genome of a virus was quite an expensive
and time consuming accomplishment, and patenting this
sequence makes sense. As we will see below, at the moment
almost50.000 sequences of SARBV2 have been assembled,
with infinitely less investment in time and costs, so patenting
this sequence is no longer relevant. The detailed information in
these patents about methods, results and the like is usually
found nowaday in scientific publications, instead of a patent.
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Besides, if SARSV was really a manade virus (the patent
was filed by the CDC), this would most certainly have been hotly
debated in the past 17 years. Viruses of this size can't just be
created fromscratch, at most an existing virus can be tweaked
through a so called "gain of function", a controversial area of
viral research practiced by many countries. But that's a different
story.

A funny detail: the status of both of these patents is: "Expied
Fee Related". Somebody hasn't been paying his bills...

Here's a second video by Fleming on Kaufman's erroneous ways:

Viruses are RealThey are NOT Exosomes!

This video could not be embedded so click on "Watch this video on YouTube"

And again, a quick sumary of the points raised:

KAUFMAN

FLEMING

Koch's Postulates have
been fulfilled for many

Koch's Postulates have
not been fulfilled for

any virus.

viruses.

Koch's Postulates have
not been fulfilled for
SARS 02,

We are not going to
infect human beings
with SARE0V2.

Viruses and exosomes

Viruses and exosomes
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are actually the same
thing.

are NOT the same
thing.

Stress in the body,

caused by various

insults, can release
exosomes.

One of the major
reasons for the body to
be stressed is viral

infection.

Viruses and exosomes
look roughly the same
under a microscope.

Viruses and exosomes
do NOT look the same
under a microscope.

Incidentally, Fleming has his own ideas about how to best cure
COVIBEL9. It is not by vaccines but by treating the inflammation
and thrombosis it tends to produce, by the proper diet. This
consists of "fruits and vegetables, and at a later stage whole
grains, lowfat dairy and moderate servings of protein"
(Publisher's WeeKly He is the author dflow to Bypass your
Bypasg1997)and Stop Inflammation Now(2005).

But the point of all this isand | will repeat it for the very last
timet the SARE0V2 virus exists. And it is evolving right under
our own eyes.

TRACK & TRACING T$ARSCOV2 VIRUS

In this series | have many times refesd to nextstrain.orgas a
website where you can trace the spread of the SE8RS2 virus
over the world in reatime. At the time | was writin@art 1,
April 2020, there were some 4.500 whole genomes available. By
July this number has exploded to almost 50.000![2] This huge
data set enables us to find patterns by which the virus spreads
to continents and countries, but also to analyze whichistiat

the virus is dominant at a given location. Two ltalian researchers
have collected all these genomes and created a matrix in which
the 30.000 bases of SARBV2 are compared through all of the
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Clades

48,635 genomes available at the time of writingesultingin a
matrix of close to 1.billioncells:

Even if you can't read it, it is a veritable piece of art to behold
and a testament to what science can do:
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Matrix comparing 30.000 bases in 48,635 genomes of SER&2.
(SourceFrontiers in Microbiology

This is a huge triumph of science, conclusively refuting the
breathless inanity of virus denialists like Lanka and Kaufman,
who claim we have no clue what this genetic material actually
refers to (so it might as well have been produced by our own
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cells). Wong. We know this genome to the letter, and it is not
part of the human genome.

The authors conclude:

Our analysis shows the prevalence of single nucleotide transitions as the major mutational type
across the world. There exist at least three clades ditarzed by geographic and genomic
specificity. In particular, clade G, prevalent in Europe, carries a D614G mutation in the Spike protein,
which is responsible for the initial interaction of the virus with the host human cell. Our analysis may

facilitate customdesigned antiviral strategies based on the molecular specificities of-SARSIn
different patients and geographical locations.

The authors have found thredadesor groups, called V, S and G
(with GR and GH as sgboups within G). The origindiheage,
which started in Wuhan, China, is called L, and the group O is
used for sequences that fit none of the other groups. This
process of splitting and diverging is of course typical for all

evolutionary processes of speciation. It's an ongoing proGes
this is just a snapshot.

While few, the existing detected mutations allow to group the samples into five distinct clades, G,

GH, GR, S, and V, characterized by a collection of specific mutations. The clades can be further
characterized by most recemutations and will likely be split even further in the future.
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Worldwide SARE 02 clade frequency (A) and how it evolved over time (B).
(SourceFrontiers in Microbiology
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Relative SARE0V2 clade frequency over time in six continents (C).
(SourceFrontiers in Microbiology

Europe and North America present a strikingly different picture.
Worldwide, the three clades G, GH and GR represent 75% of all
genomes. In Europe, we see a predominance of G (pink) and GR
(red). In the United States, the situatias quite different. Clade

GH (orange) is clearly predominant, followed by the older clade
S (green). In South America, it again GR which predominates. In
Asia, we see the older clades, but the G clades are gaining
momentum there as well.

Of course the me interesting question is: do these mutations
reflect differences in harmfulness or contagiousness of these
viral clades? And are all bases equally likely susceptible to
mutations, or do these happen in certain areas of the genome.
And what effect does th host cell have on the RNA mutations?
Even given these minor differences, the SARS2 seems to be

168



able to maintain its integrity under various circumstances. This is
promising for the development of antiviral theraptesut
nothing is guaranteed. | reféo the article for these tantalizing
but technical details.

The authors present the following time table for the G clades.
This is how the coronavirus conquered the world:

1 December 2019: L clade in Asia (China)
1 January 2020: G clade in Europe

1 March 2020G and &erived clades in North America and
Asia

1 Current: Gclades are current the fastest growing viral
population worldwide

The three clades that originated in Europe (pink, orange and
red) are now the most frequent in virtually the whole world
(with the exception of Asia and Oceania). And the virus strain in
North America (GH) is different from that in Europe (GR). It
remains to be seen what impllications this has for the treatment
of COVIEL9.

As a bonus, do check out the most rec8ituation Report from
Nextstrain.orgas of August 14th, 2020), which examines "the
global genomic epidemiology of COMI® broadly and
provide[s] specific updates for each workhion."
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August 2020 update of COWAI® genomic epidemiology (Nextstrain.org)

NOTES

[1] See: Jason Pontirifle 19thCentury Crank Wb Tried to Tell
Us About the Microbionmie Wired, June 15, 2018, for an

appraisal of this forgotten medical tradition, which is now
resurfacing as microbiome research.

[2] Daniele Mercatelli and Federico M. Giorggbgraphic and
Genomic Distribution of SARE®\2 Mutations', Front.

Microbiol., 22 July 2020.
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Part 13: To Test or Not to Test, That's the Question

We have a simple message for all countries: test, test, test. Test every suspected case. If they test
positive, isolate them and find out who they have been in close contact with up to 2 days before they
developed symptoms, and test those people too [if egh have symptoms].

T Dr. Tedros Adhanom Ghebreyesus, Dire@eneral WHO, 16 March 2020.

A lot of misinformation is doing the rounds these days about the need for
and usefulness of testing for the SAB®V2 virus.

A lot of misinformation is doing the rowdls these days about the
need for and usefulness of testing for the SARS2 virus.
Some virus denialists claim that the tests currently in use are
"scientifically meaningless".[1] Others claim that the tests
produce false positives, up to 80%][2], beaatisey actually test

for general genetic material the human body has in its cells.
Some claim that by testing at such a frequent level as we do
today, we have created a veritable "casedemic": a steep
increase in the number of cases of COV®) without the
expected increase in deaths or even hospitalizations, feeding the
suspicion that these case numbers are highly inflated.[3] Many
claim that the inventor of the PCR test, Nobel Prize winner Kary
Mullis, claimed the test should not be used for the detectain
viruses. Some caution against the current testing craze because
a full clinical diagnosis requires much more than a simple test
result.][4] And Donald Trump famously suggested casually to
test less following the logic that "by having more tests, we dav
more cases, and that makes us look bad."[5]

SOME TECHNICAL CEARATIONS

So what to make of all this? Can we get some clarity about what
these tests can, and cannot, do for us? Are they "scientifically
meaningless”, or are they usetulvithin limitations? And what

do false positives and false negatives (and their opposites true
positives and true negatives) actually mean? Let's start with the
terminology.[6]
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The tests used for detecting SARS\/2 is called "RT PCR test",
which confusingly canstand for 'Reverse Transcription
Polymerase Chain Reactioor "Real Time Polymerase Chain
Reactiof, otherwise known as "gPCR" or "quantitative PCR" (do
check out the Wikipedia pages for the technical details). What is
important is that this is not just a qualitative Yes/No test, but a
guantitative test: it ca measure the viral load a person has,

which is of course highly relevant, because you want to single
out those persons that have the ability to infect others. What
the PCR test basically does is multiply a specific short genetic
sequence of a virus (whichas been fully sequenced) in a
sample so it can be detected (or not). Jtaat 1for a fuller
explanation of what PCR does).

Here's a nice diagram that shows what the options are in the
domain ofPCR testing:

Sampling:
Throat Swab
| RNA Extraction using TRIZol |

!

[ Reverse Transcription ;

Using human
gene target
primer set in
traditional PCR
reaction

*Oiptlonal Shep
Sample Quality Test

[ Detection of SARS-CoV-2 genes by PCR |

!

Do vos want to e
ampdification rescikon n real
tiene ¥

Do you want to see each
amplicon separately?

Do you want to see each
amphcon Leparalely ?

Real-time Multiplex Traditional Muslti plex
PCR Real-time PCR PCR PCR

¥ Ch=37 oycle?
¥ Appropriate Melting
Curve Plot?

¥ Appropriate band size?

( SARS-CoV-2 positive ;} C__ SARS-CoV-2 negative _:‘)

Selection flowchart for SARS0\,2 detection protocols Nature).[7]
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Now as to the positive and negative results of a test. In its most
simplified form, we would expect a sick person (i.e. with
symptoms) to get a positive test result, andhaalthy person
(i.e. with no symptoms) to get a negative test result, when he is
tested for COVIR9. If a healthy person gets a positive result,
this is called a "false positive". And conversely, if a sick person
gets a negative result, this is calledfalse negative". We want

to avoid both errors of course. Especially with viral diseases it
can get complicated pretty soon, with @ssymptomatic (you
have the virus but no symptoms at affye-symptomatic (you
have the virus and will develop symptomsosd andpost
symptomatic (you have recovered, but still carry some viral load)
cases. In those cases the test would correctly spot the virus, but
the positive result would falsely be mistaken for a false positive,
given that there are no symptoms.

Predicted Value

FPositive Megative
:% True Positive False Negative
@ o
=
o
>
T
2
2
<
2
'%, False Positive True Negative
=

A confsion or error matrix of possible test outcomes (thehill.com)

And to make things even more complicated and maddening
but relevant for our serias virus denialists such as Engelbrecht,
Lanka, Kaufman and Icke are in a peculiar predicament. If the
existence 6 viruses is flatly denied, no true positive test result
would be possible at all, since in their contorted mitiasre is
nothing to test for!All or most results would be interpreted as
"false" positives. But even that would be meaningless for what
would a "true" positive mean for them? Alternatively, if the tests
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test for general genetic material, we would expect a very high
number of true positives and that would be a correct result. So
"false positive" means different things to those who believe
viruses exist and those who deny their very existence. In the first
case the number of false positives is usually very low (less then
10%), in the latter it is claimed to be very high (about 80%). Are
you still there?

"SO WHY DIDN'T THBYRIFY THE VIRUS?"

To prove | am not making all this up, | will quote directly from
Andrew Kaufman, who is Icke's main source when it comes to
virology (or should we say ngrology?), where he describes
how the virus was discovered, how the relevant test was
produced and how un)reliable that test actually is (in his
understanding, which leaves much to be desired):

They did take some other body fluids, they did take blood they took oral swabs and nasal swabs, but
it is in the lung fluid where they really found what they or thithey found what they were looking

for so when they took this lung fluid out they did not first try to find a virus in there and separate it
out and purify it but the first thing they did was find and separate some kind of genetic material.
Quite an inteesting strategy. And what they found was some RNA.
But I'll tell you that in our bodies at any given time there is some free genetic material circulating
around our blood and body fluids and in addition to that there are genetic material contained in
various types of structures so are there's various types of vesicles, essentially just small little sacs of
fluids that sometimes contain genetic material. There's also the normal bacteria that live in our body
including in the lungs and they have genetic miterso there are quite a number of different
sources of genetic material.

So when they found this genetic material from the lung fluid they then determined the sequence of
it, which is basically the code of the genetic material, so they determined thi¢ dfase pairs and the

order of that sequence and then they rushed to rapidly develop a diagnostic test which is a
gualitative PCR and Il discuss that a little bit more in a moment.
So in other words, before they really proved anything they already dpeel a test, okay? So why
didn't they purify the virus and how do they know what the source is of that genetic material?... [2,
5:40-7:15]

Andrew Kauf man: 61 think |
know what is really going on. 6
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So one example of a type of error that | think we'd beyveoncerned about with this test (because

we don't want to be mislabeled as being positive for this alleged virus and then risk being
guarantined or perhaps even detained), so we want to know the accuracy.
Now there was a paper that came out where theydha estimate the false positive rate, because

you can't calculate it since there's no gold standard to compare it against, and they actually reported
an estimated rate of 80% in people without symptoms. So what that means is if you got tested, let's
say yu were exposed to somebody who is positive or you traveled or something like that and you
want to get tested or your you're asked to get tested there would be four out of five times that there
was a positive result.
There would actually be no illness duost could be a real, real big problem. It certainly could vastly
overestimate the number of cases and also could have a lot of consequences for you based on this
guarantine situation.

So just to talk generally about what the PCR test, there's actuallyi@dli error even beyond what

I've described. So what this test does is it's really just an amplification strategy and the reason this is
necessary is because we're kind of looking for a needle in the haystack. We might only find a few
copies of this gené material and if there's only a few copies we just can't detect it out of all the
other stuff that's in the fluid. So what this does is it's a reaction that actually replicates the strand of
RNA and it makes a copy so it makes from one to two, so yoldwon a cycle of this reaction and
you'd go from say one copy to two copies. Then you would stop the reaction and then start another
cycle by adding some more materials and then you go from two to four and repeat it again, and so on
and so on. And this ian exponential or a binomial expansion... So generally speaking when you're
using this test you want to carry out approximately between 25 and 35 cycles in order to get enough
amplification o] that you can see what you're looking for.

If you go too much éyond that what happens is you end up amplifying the noise so it seems to be
generally represented that the absolute maximum number of cycles that you could do and still get an
accurate result is 45 and that's exactly the number of cycles that is reconeddnd this COVH9

PCR test. So so it's right at the upper limit and I'm gonna share this quote with you from another
article about PCR, it says what PCR does is to select a genetic sequence and then amplify it
enormously. It can accomplish the equivdlai finding a needle in a haystack. It can amplify that
needle into a haystack like an electronically amplified antenna. PCR greatly amplifies the signal but
greatly amplifies the noise, since the amplification is exponential. The slightest error in
measuement, the slightest contamination, can result in errors of many orders of magnitude so this is
not a very accurate test, especially when you're pushing the number of cycles to get so much
amplification. Just a slight mistake can result in false posiawes| think that's that's what we've

been seeing.[2, 12:406:20]

It is a hell of a job to disentangle the information from the
disinformation in this quote, so let's first start with the scientific
story.[6]

If a test isn't "sensitive" enough you get false negatives: you
have the virus but it is not detected. When a test is not
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"specific" enough you get a false positive: it finds a virus similar
to SAR&0V2, but not the real one. So tests can vary in
sensitvity and in specificity, depending on the purpose they are
used for. Tests for SAR®V2 are highly specific, because they
are looking for a genetic sequence that is typical for this
particular virus. Sensitivity can also vary, but what is more
relevant:during the test the genetic sequence that is looked for
is "amplified" or doubled in successive cycles, so the quantity of
the material is high enough to be detected (with the help of
fluorescence).

But even running an infinite number of cycles will nabguce a
positive result if the genetic material wasn't present in the
sample in the first place. As you can see, even though the test
results are often presented as a simple positive or negative
outcome, it is possible to measure the viral load in a sarnipie
takes relatively few cycles to amplify the genetic material to
perceptable levels, the viral load was high. Alternatively, if it is
detected after a very high number of cycles, the viral load was
low. This is called the Ct value or threshold vabeve which

the RNA can be detected. A high Ct value corresonds to a low
viral load.

Now let's see how Kaufman clashes with the conventional
scientific understanding:

CLAIMS BY
KAUFMAN

FACT CHECK

The virus was not first
purified and isolated
form the start.

The full genome of the
virus was sequenced
very soon.

The RNA they found
could be from any
genetic source.

The RNA they found
was SAR&lated, not
human RNA.
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They rushed to
produce a test before
they proved the virus

actually existed.

The test cald be
produced relatively fast
because of past SARS
experience.

The tests usually have

a false positive rate of

80% for people without
symptoms.

The tests usually have
a positive rate lower
than 5%, including
some false positives.

The PCR test amplifies
both the signal RNA
and the noise (other

genetic material).

The PCR test amplifies
only the signal (the
relevant RNA material),

not the noise.

If you increase the
number of cycles high
enough everybody will

test positive.

If the relevant RNA is
not present, no

amount of cycles will
make it visible.

The recommended
number of cycles for
SARE0V2 is the
maximum number of

45,

The recommended
number of cycles for
SARE0V2 is the less
then 35 (see below
chart).

The slightest
contamination can
result inerrors of
enormous magnitude.

Only when the test is
contaminated with
SAR&0V2 is there a
problem.
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The PCR test is not a
very accurate test,
especially when many
cycles are needed to

get result.

The PCR test is a very

accurate test, because
it looks fora very

specific RNA sequence.

Leaving behind us the amateuristic mess Andrew Kaufman has
created for himself when it comes to virology in general and
SAR&0V2 in particular, other concerns have been raised
related to this PCR test that merit sorhwether attention.

OTHER CONCERNS ABODME PCR TEST

b, BN
Kary Mullis

Is it really true thaKary Mullis the inventor of the PCR
technology, claimed this test is not to be used thagnostic
purposes, but is only meant as a means to manufacture large
guantities of a given material? But in that case, why is it called a
"test” in the first place? Read carefully what the original patent
(there are several of them) of this invention sabout this:

System for automated performance of the polymerase chain react{td& PatentUS5656493A)

This method iespecially useful for performing clinical teststhe DNA oRNA from a fetus or other

donor where large amounts of the DNA or RNA are not readily available and more DNA or RNA must
be manufactured to have a sufficient amount to perform tests. pitesence of diseasegich have

unique DNA or RNA signatures can le¢edted by amplifying a nucleic acid sample from a patient
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and using various probe procedures to assay for the presence of the nucleic acid sequence being
detected in the test. (emphasis added) [8]

That conclusively proves that teholepoint here of ampfying
or manufacturing a given genetic material is to be ableetect
it in a test for the presence of a disease.

The patent continues: "Such test might be prenatal diagnosis of
sickle cell anemia,... Another test is the diagnosis of the AIDS
virus, whech is thought to alter the nucleic acid sequence of its
victims." Later in life, Mullis became &iDS denialistarguing

that it was not caused by HIV, a climate change denialigt a
believer in astrology but that's another story.

If you think all this doesn't apply to viruses, read this in another
patent by Mullis:

Various infectious diseases can be diagnosed by the presence in clinical samples of specific DNA
sequences charaetistic of the causative microorganism. These include bacteria, such as Salmonella,
Chlamydia, Neis seria., viruses, such as the hepatitis viruses, and parasites, such as the Plasmodium
responsible for malariaP@atent number4,965,188)

Then there are some who claim that the PCR irediselfdoesn't
provide a complete clinical diagnosis, and that's correct. But that
was never its intention. kdoes however provide a simple metric
which can support a health department policy in a given
country. Is the number of cases going up or down? How does it
compare to other countries? Should we test only very sick
people who are already hospitalized, or althose who have
symptoms and suspect they have COY®? Or anybody in a
country (if that would even be practically feasible)? As you will
understand, there are practical problems to this, and it is always
better to test more than less, | would say.

But then, does this not create a "casedemic" with inflated
numbers, thus overestimating the severity of the pandemic?
Given the high sensitivity of the COMID PCR tests, this would
seem to be a reasonable concern. If even the tiniest amount of
viral RNA can é detected, should we put such a person in
guarantine and label him or her as "infected" and capable of
infecting others? Or should we conduct further clinical tests
before we use such a label? It is all a matter of gradation, | think,
and | would suspecthat the viral load of a person is an
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important variable here. But | am not sure if the COY®D
etiology allows for a gradation of severity (so for example you
could be a "grade 3 SAR®V2 infected" or a "potentially
infective person”. But if even a pmnwithout symptoms can
infect others, it is as always in life best to err on the side of
caution here. It is sometimes suggested that the PCR test might
also catch fragments of a dead virus, once a person has
recovered from the disease. That might bedyrbut that can
easily be covered by testing recovered persons as a separate

group.

And does even Donald Trump have a point that the more you
test, the more cases you will find? In a sense, that's-anamer,
except for countries that have get rid of tiwirus. This makes a
comparison between countries that test widely and one that
barely test rather difficult. Any crosuntry comparison during
this pandemic is full of complications if procedures are not
standardized. But the absolute numbers don't courere, it
isrelativenumbers that matter. How many tests should be
performed to find one positive case? If that number is low, the
frequency of infected persons might be very high in a given
country. Or alternatively, only very sick persons are testenl A
conversely, if it takes a lot of tests to find such a case, the
number of infected persons is very low indeed. The WHO
advises to keep the percentage of positive tests at 5%, see the
world map at the bottom of this essay.[9] Also, changes over
time matter: if in a given country the percentage of positive
tests rises, this is a strong indication that more and more people
get infected and the pandemic spreads.

Other questions arise. How many hospitalized cases die? And
how many deaths does a country coupér inhabitant? If a
country has a low number of hospital deaths, this might be due
to good (and expensive!) healthcarat least for the rich who
can afford to go to a hospital at all. If there are many deaths per
capita in a country, this might be a badhen for how it deals
with the pandemic. This is subtlety Donald Trump is still
struggling to understand, as this hilarious video fragment shows:

"Look, we're last, meaning we're first! And we have cases, because we are testing!"

THE RELATIVE VALUETESNG
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NOTES

So what can we conclude about the PCR test in the context of
COVIBL9? It is a highly specific and useful test, even if it doesn't
provide a complete clinical diagnosis. The percentage of positive
tests is quite low, as we would expect, but it dependstbe
group that is tested (healthy, moderately or severely ill). It is
most definitely not "scientifically meaningless”, unless perhaps
when you are a virus denialist, and you can't make sense of the
test outcomes, given that there is no virus in thetfplace.

The casedemic skeptics claim that the higher number of cases
we experience today, is completely due to the higher number of
tests done. But because the number of deaths is everywhere
low, they say, this proves we are looking at an artifact. Yes, t
has been criticized by others pointing to the fact that in the first
months of the pandemic large numbers of old to very old people
died and no lockdown measures were in place, whereas at the
moment we see that younger people are now infected as well,
and lockdown measures are fully in place almost everywhere.
Both factors could explain the low amounts of deaths: lockdown
measures are effective and younger people are less likely to die
of COVIEL9 (though there are many exceptions to this, as we all
canread in the newspapers).

Also, we have learned the hard way how COMd[patients can

be treated at an earlier stage, leading to less deaths. But even
then younger people and even very young children might still be
able to infect the elderly, so we woulekpect to see a rise in
deaths as well if the lockdown measures are relaxed. However,
it is good to realize that these casedemic skeptics don't deny the
virus, or the pandemic, as it raged in early 2020; they just claim
the pandemic is now over and by exsively concentrating on
"cases" we sustain the illusion that the pandemic is still growing.

I don't know what's wisdom here, and have always felt that in
the end this is a case of finding the right balance between
underestimation and overestimation of theeverity of the
pandemic, between the reckless and the cautious mind Psé

8). Finding such balance is best reached by using all the good
science we can get, and least of all by get getsidg-tracked by
virus denialists and paranoid scientists.
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[1] Torsten Engelbrecht & Konstantin Demet€&20OVID19 PCR
Tests are Scientifally Meaningles's off-guardian.org, Jun 27,
2020. Please noteQOverall, we rate OffGuardian a Strong
Conspiracy and Moderate Pseudoscience website that also
promotes Russian propagda" (mediabiasfactcheck.com).

Full blown virus denialism can be found in the earlier book:
Torsten Engelbrecht & Claus KoehnMinys Mania: How the
Medical Industry Continually Invents Epidemics, Making Billion
Dollar Profits at Our ExpensErafford Riblishing, 2007.

For a fact check seeCOVID19 PCR tests are scientifically
meaningles§ www.politifact.com, Jyl 7 2020From which:

1 Polymerase chain reaction (PCR) tests are among the most
common and reliable ways to test for the coronavirus.

1 These tests look for the genetic material of the
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person's nose othroat. Health care providers use them to
confirm whether someone has the disease.
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'the COVIvirus", virologydownunder.com, August 4, 2020.
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[9] "Coronavirus (COWI®) Testing, ourworldindata.org. From
which:

According to criteria published by WHO in May, a posttate of less than 5% is one indicator that
the epidemic is under control in a country.

The share of COVID-19 tests that are positive, Aug 14. 2020 m

The daily positive rate, given as arolling 7-day seerage
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Part 14: Pandemic, Infodemic, Scamdemic,
Plandemic?

EPIDEMIC/PANDEMIC

We are drowning in data related to the current coronavirus. Policy makers
haveto make sense of all this. Who can give us sound judgement?

What is a pandemic? "A pandemic (from Gréek, pan, "all"
and{ > demos "people") is an epidemic of an infectious
disease that has spread across a large region, for instance
multiple contineats or worldwide, affecting a substantial
number of people. A widespread endemic disease with a stable
number of infected people is not a pandemic. Widespread
endemic diseases with a stable number of infected people such
as recurrences of seasonal influanare generally excluded as
they occur simultaneously in large regions of the globe rather
than being spread worldwide.

Throughout human history, there have been a number of
pandemics of diseases such as smallpox and tuberculosis. The
most fatal pandemidn recorded history was the Black Death
(also known as The Plague), which killed an estimate@005
million people in the 14th century. The term was not used yet
but was for later pandemics including the 1918 influenza
pandemic (Spanish flu). Current pamiics include COWI®

and HIV/AIDS.'Wikipedig

The COVIA9 disease has spread now to "213 Countries and
Territories around the world have reported a total of 23,029,243
confirmed case®f the coronavirus COVAD® that originated
from Wuhan, China, and a death toll of 800,044 deaths."
(worldometer.con). It can therefore truly be alled a

"pandemic”. Simply put, an "epidemic" is a disease that affects a
given population, or even a country, but when a disease spreads
to other continents, and virtually the whole world, we can call it
a pandemic.
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The Covidl9 pandemic poses not onlychallenge as a disease
to combat but also as a wealth of information to make sense of.
People respond to this second challenge in various ways. It is
almost impossible for normal people like you and me to find
answers to all the questions we may have abotlte
coronavirus. Some therefore can't resist the temptation to turn
to people who promise them to tell "what's really going on."
More and more people doubt the standard scientific narrative,
and emotionallly draw there own conclusions (or "follow their
heart") to decide about the nature of this virus. Part 2|1 gave

12 aspects of the science narrative that can be questioned on
either dissidentscientific or paranoigtonspiracy grounds:

TheConventional View of the Origin, Nature and
Treatment of the Corona Virus

The coronavirus:

Exists

Is contagious

Is harmful

Has a natural origin

Is not spread on purpose

Is not spread accidentally

Is the result of disturbing wildlife

Comes to us mogirobably from bats

© 0 N o g kM w0 DD

Through an intermediate animal (pangolin)

Furthermore, as to its treatment:

We must live in a temporary lockdown
11. Until a vaccin has been found, if at all

12. And the virus will weaken down

Each of these "Twelve Steps of Science" can be denied, on either factt
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or imaginary grounds, leading to dissident science or conspiracy views

INFODEMIC

The pandemic has generated an unprecedented avalanche of
medical information. The number of studiesx COVIEL9 is
estimated to be 40.000 by now, with an average of 2200 per
week and 320 per day being added. No human being can
possibly digest all this information. Yet, Dutch internist
infectiologist Joost Wiersinga working at the Amsterdam
Medical Centerhas attempted to compile such a review. His
article was published in thgournal of the American Medical
Associatioron July 10, 2020, and has been viewed over half a
million times at the time of this writing (August 21, 202)is
freely available. Renmend reading![1]

m Views 540,596 @ Citations 0 | Altmetric 3187 | Comments 3

We are literally drowning in data related to the current
coronavirus. The opinions circus is in full swing. On the one hand
we have alarmism and hysteria. On the other hand we see
denial and paranoia. Policy makers have to make semsal o
this. Who can give us sound judgement? Who finds the right
balance between population health, the economy and our
general weHbeing?

The WHO has warned against a true "infodemic" in the context
of this pandemic:

In the context of the COVIDOLI Yy RSYA O GKS LIKSy2YSy2y 2F |y WAYT
that requires a coordinated response. An infodemic is an overabundance of informamne

accurate and some notoccurring during an epidemic. It makes it hard for people to find
trustworthy sources and reliable guidance when they need it. Even when people have access to high
guality information, there are still barriers they must overcome to take the recommended action.

Like pathogens in epidemics, misinformation spreads further and fastdr adds complexity to

health emergency response.[2]

It is good to see that there's a legitimate and an illegitimate
information problem Wiktionarygives the two meanings, which
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are also mentioned by the WHO, very succincBpth are
relevant for our topic:

infodemic

1. (informal) An excessive amount of information concerning
a problem such that the solution is made more difficult.

2. (informal) A wide and rapid spread of misinformatio

There's an analogy to the climate change literature. Here too,
we see graph upon graph upon graph supporting this or that
conclusion, often very contradictory conclusions at that. There is
clearly a consensus among climate scientists, but this consensus
is challenged by a handful of "climate skeptics" or "climate
change denialists" who can often provide their own data, graphs
and conclusions. The poor layman is left in bewilderment in this
arena of conflicting arguments. The same is true for the SARS
Co\f2 virus. Even specialized virologists are acutely aware about
how little they actually understand oftitnot to mention other
scientists, let alone ordinary people. At the same time, we seem
to have 7 billion virologists by now, for everybody has to make
his or her mind up about this worldwide disaster.

Heck, | am writing this series not in the last place to make sense
of it all myself!

We have seen our fair share of virus denialism in this series on
the Corona Conspiracy, and we will return to that aspatdr in

this essay. But | want to stay close to the scientific data first to
point to a real problem. What are the key metrics to get a grip
on SAR®o0V2 and the disease Codil it has generated?
Number of cases? Number of cases per capita? Number of
deahs per case? Number of deaths per capita? Number of
positive cases per number of tests done? Number of infectious
cases per number of positive cases? Can we compare data from
different countries when there are few standardized ways of
collecting data to Bow for meaningful comparisons?
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Total confirmed Covidl9 deaths per million people, August 21, 2020.

Furthermore, are all valid points of view covered in the scientific
literature? Or are some views ignored as of now, leading to an
incomplete picture othis pandemic and the best ways to tackle
it? When does a stubborn focus on partial truths, caused by a
bona fide selection of data, turn into willfully ignoring certain
facts? Examples can be listed with ease: the usefulness and
effect of wearing maskshe role of drops caused by sneezing or
coughing versus tiny aerosoles in the spread of the disease; the
role played by the invading virus versus the state of the immune
system and the impact of comorbidities; the use or uselessness
of widespread testingit seems many fundamental issues
haven't been decided upon in the scientific community.

But there's a catch: critics of the accepted view of the pandemic
usually overemphasis a particular aspect, which has been
neglected according to them, and often defefidwith almost
religious zeal. But the point of good science is that all points of
view are taken into account and a balanced evaluation is based
on the widest possible data range. It takes a lifetime of
professional work to get to such an overviewand een then
scientists might legitimately disagree on certain points.

Some critics even claim the current rise in cases is wholly caused
by an increase in the number of tests being done. This would
result in an artefact or "casedemic”. Thing is, the tests wsed
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highly sensitive and are able to spot the tiniest genetic fragment
of the virus (seéart 13. It is argued, reasonably | think, that a
positive test doesn't automatically mean one is infettend is
able to infect others (at the moment of testing). It appears that
those who have recovered from Cox8 still harbor fragments

of the virus for weeks, even though these can no longer do
harm. This would seriously result in an overestimation af th
number of infected people. It is like calling everybody who has
taken an 1Q test "intelligent", because he has some intelligence;
or calling everybody with an income "rich" because he has some
amount of money.

Of course, this doesn't mean the tests arsciéntifically
meaningless" or that the virus doesn't exist and we are actually
testing for generic genetic material in the human body, as it is
claimed by conspiracy theorists. Far from it. As virologist James
Hildreth said it so eloquently: "The virusréal. The pandemic is
real and is caused by the virus. Period." Tests can find at least
traces of this virus in the human body.

SCAMDEMIC

Turning now from the medical to a more cultugaychological
angle: the extensive news coverage of the pandemic in
newspapers, television and social media in the past six months
has created a pervasive feeling of fear among the population at
large. The obsessively detailed reporting of daily deaths due to
Covid1l9, which has been customary for months, seems
unnecessary especially now that the numbers seem to be
declining wherever some kind of lockdown has been put in
place.

It is good to realize we are still here within the realm of
normalcy. A pandemic of an unknown virus has taken the world
by surprise, and the lockavn measures all over the world seem
to follow the principle of "safety first". After all, given the
potential risk of such a pandemic of a new virus, it is better to
error on the side of caution. Feverish and sensational news
coverage can certainly havdaged a role in blowing up this
pandemic to unrealistic proportions, and a sober evaluation
about the real harmfulness and contagiousness of this virus is
certainly called for.
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SOAMDEMLE

THE COVID-13 AGENDA

LLE, Anmuanl Death By Discase

" THE LIBERALS PLOT TO
" Wi THE WHITE HOUSE

SJOHM 1OYINE

Some have called this a "scamdemic", a book by that name
states: "This bools not stating that the COWI® virus isn't a
threat, this book exposes the exaggeration and fearmongering
of the COVIEL9 virus threat to panic the population." Yet, the
subtitle "The Liberal's Plot to Win the Whitehouse" betrays a
true politicized consipacy: "After the fake news media panicked
the population, state governors capitalized on the weakened
psychology to declare a "State of Emergency" that gave them
complete authoritarian control to enforce unnecessary
socioeconomic lockdowns. These lockdsware a socialist
Democrat's dream. Lockdowns isolated, controlled, and trained
people into strict government obedience. Welcome to CGVID
1984, the dystopian future we feared has arrived. George Orwell
would be proud" Amazon. Indeed, Covid9 is often called
"Covid1984" in these circles.

Now, | would always wonder why Democrats would go to such
lengths to regain political influence. Or why hathdlion deaths
worldwide would be the cost any sane and sensible person
would consider legitimate to reach his gaalgnless he was the
Devil (and for David Icke he is). There's an interesting
psychological divide between the collectivists and the
individudists, those strongly in favor and those fiercely against a
large government. But in the US this has become a veritable
culture war, where the cautious and rational stand against the
emotional and anarchist souls (sPart §. The simple wearing

of masks in public spaces has become a matter of life and death,
even on a par with the Star of David Jews had to wear in WWII.
Things have become so delusional in extreme riginiy corners
that every Demorat is seen as a potential pedophile (I kid you
not). "Save the children" has become their battle cry.
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QAnon looms behind nationwide rallies and viral #SavetheChildren hashtags.

PLANDEMIC

But some people take this one step further. In their paranoid
worldview, this whole pandemic has been orchestrated or
manufactured, to serve certain sinister goals. This series started
with David Icke (seBart 1), who clearly sees evil intent behind
the mapr players in this pandemic, or even the world stage at
large. Big Pharma often is here the main culprit, Bill Gates the
Devil incarnate. Hasn't Gates explicitly stated as one of his goals
that he wants to reduce the population (as

if overpopulationisn't one of the most urgent problems we are
facing)? In their heated brains Gates is aiming at vaccinating us
all and inserting chips in us that will alter our DNA, where in fact
he is looking for ways to keep track of vaccinations in a simple
way.

This paranoid view of the pandemic has been called
"plandemic", because the whole phenomenon is seen as a
premeditated operation. The documentary by that
namePlandemiavent viral last May and was watched by
millions of people, even though it lasted less than 30 minutes.
The video documentary was removed by multiple platforms,
including Facebook, YouTube, Vimeo, and Twitfersequel
called "Plandemic 2: Indoctornation" has just been released last
week, on August, 18, 2020, but social media platforms were
quick to either ban links to it or mark them as suspect (a link to a
Wikipedia page will be added when available). This e
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unfortunate consequence of strengthening the conspirationist'
persecution complex.

In the first video discredited scientidudy Mikovitfeatured
prominently; in the second videit isBill Gateswho is presented

as the archvillain. Both videos follow essentially an antivaxx
agenda. Both have been thoroughly debunked.[3] The grave
voiceovers in these documentq tell the story: if the main
stream media are scaring you about the pandemic, these
conspiracy peeps scare you even more, about a worldwide
conspiracy! Who is capitalizing on the fear among the
population here?

Pl ANDEM c PLANDEMIC

MDOQCTORMATICE

LONDON
[Tauciteu yecestis

Both documentaries are available doitchute.com (but | won't link to them).

We are here in different territory altogether, and conspiracy
thinkers pick and choose freely from science or psesicience

to support their views. It is difficult to find a coherent story here:
some deny the exisnhce of viruses (so the whole pandemic is a
fantasy), some see the virus as real but either m@ade or as
escaped from a lab, some see it as a really harmful virus, as a
kind of bioweapon released upon the world. But all of these
share a deep distrust ofboth regular science and the
government.

The most influential ideology in this aread#&non a conspiracy
cult movement that has taken hold of quite a number of
Republicans in the USA, whoesthe government as the "Deep
State" which is a "swamp" that needs to be "drained". It is funny
if it wasn't so dangerous, because millions of people and even
GOP senators actually believe these things.[4] You won't find a
Democrat in these nether spheres!

So we have come a long way from a massively complex
pandemic scientists try to make sense of to find a cure, to
dissident scientists or laymen that point to neglected facts of
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NOTES

science, to a sensationalist media pandemonium that keeps the
general populatia in a state of fear, to finally a grim view of evil
powers behind the world scene, trying to poison and enslave us
unless we are strong and courageous enough to rebel and
reclaim our freedom. Where do you find yourself in this
spectrum?

As if the pandemicisn't already complex enough as it is.
Conspiracy narratives, looking for simple answers, make it
harder to understand this complexity. Yes, things are complex,
but can we not just keep our heads cool and just stick to the
facts?

[1] W. JoosWiersinga et. al.,Pathophysiology, Transmission,
Diagnosis, and Treatment of Coronavirus Disease 2019 (€OVID
19): A Reviely JAMA Published online July 10, 2020.
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(see also his debunk of the London Real David Icke vide®@airi 4).

€ The HIDDEN AgendaBehindPlandemi.  © ~»
Later bekij... Delen

PLANDEMIC
INDOCTORNATION
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Part 15: The "Chromosome 8 Bombshell Evidence"
Canard

It turns out that this "bombshell", given their utter lack of knowledge
about PCR tests, might as well explode into their own face.

Just as | thought | had completed my Corona Conspiracy series, a
new video by David Icke and Andrew Kaufman attraated
attention. | could not resist to include it in this series, because it
sums pretty much everything up | had intended to say about
these illustrious figures. The video[1] was released 24 Aug 2020
on Kaufman's YouTube channel, and was a response to an
obscure blog post[2], dated April, 6, 2020(!), which claimed the
PCR tests used widely for testing Cel@dactually tested for a
sequence that can be found in the human chromosome 8.

Chromosome 8

This would have huge implications. Since neither Icke nor
Kaufman believe in the existence of the SARS?2 virus, nor in

the reliability of the tests or the reality of any pandemic caused

by this virus, they have enthusiastically jumped upleis claim.

It would prove what they have been saying all along: we are
mislead by the WHO and governments about this virus. We are
manipulated into believing there actually is a virus that can be

detected accurately, and this whole scam has been set up to
poison us with vaccines and enslave us into obedience. And
targeting this chromosome with vaccins might even have all
kinds of unforeseen (or intended?) health consequences, or so
they maintain.
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We will do three things: describe the content of this mygias
April blog post, listen to what Icke and Kaufman had to say
about it, and add some critical comments about all of these
claims. It turns out that this "bombshell", given their utter lack
of knowledge about PCR tests, might as well explode into their
own face.

Chromosome 8

Chromosome 8 is one of the 23 pairs of chromosomes in humans. People normally have two
copies of this chromosome. Chromosome 8 spans about 145 million base pairs (the building
material of DNA) and represents between 4.5 and 5.0% of the total DNA inAdmist 8% of

its genes are involved in brain development and function, and about 16% are involved in
cancer. A unique feature of 8p is a region of about 15 megabases that appears to have a high
mutation rate. This region shows a significant divergence betweaiman and chimpanzee,

suggesting that its high mutation rates have contributed to the evolution of the human

brain. (Wikipedig
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iece of Mindful

Theblogpost[2] on Piece of Mindful that is at the center of this
discussion, is written by "Fauxlex”, an alias for "a young man
from the Midwest who once purchased a fake Rolex on the
streets of NYC's Chinatown (hence the name). He is college
educated, graduing summa cum laude with a BA in
Economics"”, as we learn from the About Us page of this website.
The blog is written by a collective of five authors, all of which
have a separate navigation button, except for Fauxlex. We learn
that he is "an avid fossilumter, he has built up quite a collection

of Silurian era marine specimens. He will gladly debate biology
with you, or anything really. He prides himself on an abnormal
[sic] ability to reason and view things logically from all sides."
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One of its main autbrs tells us on "A note to regular readers”
that the website has been inundated by "100.000 hits" in the
past few days, mostly directed at Fauxlex' blogpost, and he is
considering to wait and see until this storm passes. In this time
of censorship he is n@ven sure the blog will continue to exist.
But: "This too will pass."

So let's check out the content of this blog post, which has
generated so much online traffic recently, before it may be too
late. | have copied its full content here:

BOMBSHELL: WHOrGaoavirus PCR Test Primer Sequence is Found in All Human DNA

Primers and probes

- e, =TE=
| RdRp gene / nol_192
alaV IP2-12660Fw ATGAGCTTAGTOCTGTTG 17
[ncov_ipa-az7some | CICCCTTTGTTGTGTIGT 3| 1080
| ncov_1P2-12696bProbel +) AGATGTCTTGTGCTGCCGGTA [5 ) Hex [3]8HO-1 711
[ RaRp gene / ncov._ipa |
| nCav_IP4- 140598 w GGTAACTGGTATGATTICG 19
| PCaY 1Pd-141 468 CTGG TCAAGGTTAATATAGG 0 107 bp 1
‘ﬂ.' 174 liﬂ-ﬁ-ﬂl‘rm:l:- TCATACAAACCACGOCAGS [5Fam [3°)BHO-1 19
| E pene / E_Sorbeco
| £ sarbeco F2 ACAGGTACGTTAATAGTTAATAGCGT 18
| £ sarbeco ®2 ATATTGCAGCAGTACGCACACA 0 125 bp 3
E.F..‘*.E’?'.‘E‘.E‘.‘.’:!._. ACACTAGUCATCCTTACTGOGLTTOS [SFam [ST6HQL | 20 4

L/ Nighional Reference Center for Respiratory Vorunes, inslited Pasteur, Paris
2 Carrman #f al. Fivos arveilloacs

This was important enough that | wanted to get it out immediately. My research into the NCBI
database for nucleotide sequences has lead to a stunning discovery. One of the WHO primer
sequences in the PCR test for SAR®V2 is found in all human DNA!

The sequence "CTCCCTTTGTTGTGTTGT" isclamratBer primer sequence found in thNgHO
coronavirus PCR testing protocol documertie primer sequences are what get amplified by the PCR
process in order to be detected and designated a "positive" test result. It just scehaphisexact
samel8-character sequence, verbatim, is also found on Homo sapiens chromosome 8! As far as | can
tell, this means that the WHO test kits should find a positive result in all humans. Can anyone explain
this otherwise?

| really cannot oversta the significance of this finding. At minimum, it should have a notable impact

on test results.
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Update: After some effort, | have finally discovered a way to display proof (beyond my screenshots)
that human chromosome 8 has this exact samect8racter sequence. Please try the link below. The
sequence is shown at the bottom of the pagevw.ncbi.nlm.nih.gov
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In the comments section to his blogpost Fauxlex aduse
nuance: this may be one of many protocols, and he certainly
does not want to claim therefore all tests are faulty. But
apparently he is very suspicious of the WHO, and suspects they
have devised this particular test with mischievious aims in mind:

This is the WHO protocol. | also came across several private companies -@iyio, Thermo

Fisher) whose PCR primer sequences were longer and had no such match. So | am not saying that ALL
test kits belong to WHO, but if we were to find shenanigans we avedpect to find it with the

WHO. This really has me shaken, and | am really starting to believe that the WHO designed a test
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where they would be able to find a positive anywhere they wanted to find one. Also, the PCR test
process is inherently very err@rone and even the WHO test may occasionally have false negatives.

He also has tried to find several over sequences that match the
human genome, not only the one mentioned in his blogpost. But
this was the jackpot for him:

And | should be clear that it NOT easy to find an iéharacter match like this. In most of my
searches, | was finding 44 character long matches in human DNA fo280character long primers.
Then suddenly BOOM the short -tBaracter WHO primer sequence has a perfecich&8racter
match. That is nuts. | really think that the odds are very high that this is a meaningful finding.

Then there's a sobering comment by a Dr. Bernd Paysan, on
April 11, 2020:

People, the virus is an RNA virus, and chromosome 8 is DNA. It's not going todagae iy the RT

PCR, because this process starts with the Reverse Transcriptase (RT!), and therefore does not copy
DNA.

The remaining question is whether this snipped can exist as RNA in human cells, which is still
possible, but not necessarily likely. Tonerall test is positive if all three primers+probes are found,

SO one false positive primer does not kill the entire test.
Furthermore, you also need to have the probe in proximity to the primer. If the PCR doesn't hit the
probe, the test will stay negate. Is the probe found in chromosome 87

The Chinese had some problems with their test in the first weeks, and changed things to improve the
situation. This is hormal in such a situation, where tests are developed in a hurry. The US CDC had
severe qualityssues in the beginning, even water tested positive.

To which Fauxlex gives the following candid reply:

CKFyl @2dz F2NJ 0KS O2YYSyildod ¢KA&A A& K2ySadfte gKI
disagree that the process could not possibly be throefh by this error. Any instances where
chromosome 8 had been unzipped for replication would leave the matching sequence available for
the PCR primer to anneal. This might not cause full replication by the PCR process, but if the test is so
touchy you woud really think this could throw off their results. If as you say plain water originally
tested positive. Thanks again for the comment.

You would think they would have some technology to pick PCR primers that selects against
sequences already found withiruman DNA. They also should have gone with a primer longer than

18 characters if they want reliable results. These tests are going to have a huge rate of false positives
and/or negatives to the point where it's questionable how much we can rely upon ialbeé the

idea that 80% of people who test positive show no outward symptoms. We need to end these
draconian lockdowns immediately.
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That's the spirit of science. Yet, he is still suspiciousitty

this particular sequence has been overlooked during the

compilation of these tests.

The tone of this blog post is quite reasonable. An amateur
science student has stumbled upon something that potentially
casts doubt on the reliability of the PCR tsesWhat if these
tests, or at least some of these, just detect some human genetic
material and not a fragment of SAR®V2? | will withhold my
comments for now, and first present Icke and Kaufman's
reflections on this blog post. You can imagine that ttzeg
thrilled by this "discovery”, even if it came from someone with a
WordPress blog.

Wel 9 { /! [ AXWEBICHISONFOUDIN! [[ ! wh! b5 ! {Q

Note: The Icke/Kaufman video was removed from YouTube in a
few days. | had linked to a shared video on anotMeuTube
channel, but that video got removed a day later. | need to link to
www.bitchute.com, where all banned videos live, which | prefer
not to do, since it is "a video hosting service known for
accommodating faright individuals and conspiracy theorists
(Wikipedig. So go there at your own risk) ;

Chromosome 8 w/ David Icke and Dr. Kaufman (on www.bitchute.com)

el

02:28 )

50 AR LO1SY al Stt25 L 6yl G2 lHetedtthatis @edaingl NBY

K2 Aada AYFSOGSR FYyR ¢gK2 Aaydido LG Aa Ol
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Icke starts with his claim that the current PCR tests don't test for
the virus, because there is no virus to start with. Besides, it has
come to his attention (through thblog post mentioned above)
that at least some of the tests might actually test for human
genetic material, more specifically a part of chromosome 8,
which is something he has been claiming for months. "That is
the scale of ludicrousness, the scale of theax which is
unfolding all around us." He repeats the familiar tune that the
virus has never been purified and isolated, that according to its
inventor Kary Mullis the test should not be used to diagnose
infectious diseases, but that he now found a bomddlstory
about the test. He has invited Andrew Kaufman, "a very
courageous man and a very a learned man", to speak about
these rather technical issues.

You might recall that Icke and Kaufman argued a while ago that
the PCR test might detect exosomes isteof viruses (seBart

1), or that viruses and exosomes are actually the same thing
(Part 2, but now they give another twist to the ntinuous story

of virus denialism (see algart 5for more examples).

Icke is quick to conclude that "if you test positive for something
that's naturally in your body, they say you've got theusirThis

is the scale of the scam.” In Icke's understanding most, if not all,
of those who are tested get a positive result, and the
admonition of the WHO to "TEST, TEST, TEST" makes sense
given their sinister agenda to inflate the number of cases, so
they can impose their horrendous lockdown measures (and
there is worse to come) on humanity. He introduces Kaufman as
"a magnificent exposer from a medical point of view of how this
whole Covidl9 scam works." He calls the bombshell blog post
an "extraordinaryrevelation" and "one heck of a story". And he
asks Kaufman: "give us your verdict."

Kaufman tells us he knew about this blogpost story and "knew
this was a very significant thing" but he "wanted to take my time

and verify it and learn a little bit more about it before, you

know, speaking about it." He suspected "serious overlap”
between 'some of the target sequences they are looking for and
our human genome because of this confusion about exosomes
and what RNA comes from what source in all this." He
concluded: "It really confirmed my suspicion and | was glad to
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see that basically one of ¢hprimer sequences in the PCR test
according to the Pasteur Institute protocol is an exact match for
a sequence in our own human DNA on chromosome 8." Then
Kaufman quickly moves to his favorite subject that the swabs
taken from a patient contain "a mixturef human cells, virus
particles and other microbes which could mean bacteria or fungi
or other microbes, okay. So it's not a clean sample." And: "so
this is not a pure sample and it certainly contains human genetic
material from the beginning, so if wegefor it we could find it."

DAVID ICKE ANDREW KAUFMAN
'Fraudulent test, fraudulent cases, "The main point: we don't know
fraudulent reasons for lockdown.' where these sequences came from.'

Then Kaufman explains that in the PCR test, the tiny amoiint
RNA in the sample is amplified so that there is enough of it to be
detected. He understands that RNA is converted to DNA, and
that DNA consists of two complementary strings. The primer
sequence, he claims, relates to the sequence that we are looking
for in the test. So if the primer is identical to a piece of human
DNA, it is possible that detecting this human DNA leads to a
positive test result, and basically a false positive (because a virus
is not detected). Yet, Kaufman does recognize there are many
different primers in use all over the world, and one test also
uses more than one primer. Nevertheless, "it adds another level
of confusion and obfuscation to how do you interpret the results
of a test." The main point remains for him that "we don't know
where these sequences came from." And "I would say, you
know, there's a hundred percent error rate with this test."
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Icke gives his own summary of the situation: "you've got a
fraudulent test, you've got fraudulent cases and you've got
fraudulent reasons forlockdown." They mock the notion of
asymptomatic cases as "if you are tested positive and you have
no symptoms there's nothing wrong with you, this scam says.
There's nothing wrong with you, but you can pass it on. You can
pass on something that you havergot. But this is why how
they're justifying locking down healthy people." In the latter part
of the video they chat about how they refuse to comply with the
lockdown measures, because "with every acquiescence
something else is coming round the cornemdahow harmful it

is to wear masks, because it is shameful to cover your face.

We leave that highly dubious discussion for now, and will focus
on the matter how well Icke and Kaufman have understood the
PCR test here. Obviously they haven't even bothecetbok at

the comments section of the bombshell blog to the effect that
both probe and primers have to work together to get a test
result, and simply pointing to a similarity of one primer and a
piece of DNA doesn't make any sense. Least of all, it afiers
ground for these far reaching and paranoid conclusions. Please
also note that the percentage of positive outcomes of the PCR
test rarely exceeds the 10% (the WHO considers 5% to be
reasonable).

But there's more.

Forward and Reverse Primergnyw.differencebetween.con)

Wi a! {{ L+ Y9OCHEMISTRVEDUCATI®
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On the websitevww.peakprosperity.conh happened to find a
more recent critical post about this "bombshell" narrative dating
back to April. Dr. Jurgen Mayer posted a forum comment on
August 23, 2020, in which he is providing eminently sensible
information. Mayer is a "scientist of virology and biomolecular
chemistry currently focusing on nC&019 genomic
structure."[4] He give an important hint about the nature and
function ofreverseprimers. Responding to a question from a
forum participant about the validity of the bombshell blog, he
writes:

b
Dr. Jurgen Mayer[5]

Apologies but this is how bad information gets spreadAllow me to explain a few issues with the

original link

The issue in question is with CTCCCTTTGTTGTGTTGT, which is a 6 codon chain. The absolute failure
here is that this chain is being read by everyone as a forward primer, when in fact this is a reverse
primer. This is clearly stated in the WHO instructions.*

A forward read of CTCCCTTTGTTGTGTTGT gives us LPLLCCSLCCVPFVVL
A reverse read is ACAACACAACAAAGGGAG, which gives us TTQQREQHNKGNTTKG
Search the NT [nucleotides] of hGa¥19 [human coronavirus] yolel herefor the forward string

and you will not find it. Then research the reverse that | posted and you will find it everytinase

done this for you, FV]

TTACTTATGCATCAGCAT TGTGGEAAATCCAACAGGT TGTAGATGCAGATAGTAAAATTGTTCAACTTAG
TGAAATTAGTATGGACAATTCACCTAAT TTAGCATGECCTCTTAT TGTAACAGCTT TAAGGGCCAATTCT
GCTGTCAAAT TACAGAATAATGAGC TTAGTCCTGTTGCACTACGACAGATGTCTTGTGCTGCCGGTACTA
CACAAACTGCTTGCACTGATGACAATGCGT TAGC T TAC TACARCACAACARAGOOAGBGT AGGTTTGTACT
TGCACTGTTATCCGATTTACAGGAT TTGAAATGGGCTAGATTCCC TAAGAGT GATGGAACTGGTACTATC
TATACAGAAC TGGAACCACCTTGTAGGT TTGT TACAGACACACCTAAAGGTCCTAAAGTGAAGTATTTAT
ACTTTATTAAAGGAT TAAACAACCTAAATAGAGGTATGGTACTTGGTAGTTTAGCTGCCACAGTACGTCT

SARS coronavirus 2 isolate Wuhatu-1, complete genome
You might be thinking... why would they post the forward and then specify for reverse?! Why not just
post the reverse?! One would always post forward and then specify the direction. This way we have a
global standard to avoid confusion... JUST LIKE THIS... LOL
There is no conspiracy here, no mistake, no false positives based on this test. Just a massive lack of
biochemistry education. This is actually a fantastic PCR test they put together that tel$jslenu
sections of the RdRp along with the E protein. Gold star from my end!
As this topic is likely very confusing to most, | am happy to field questions and can reply when | have
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time.
Info about directions can be fourftere.

*Note FV: The "Rv" in "nCoV_H2759Rv" means "Reverse":

Primers and probe

’ Length | PCR
Harma Sequences [5'-17) il | Ref.
Rdfp gene / oV _WPE
nCo¥ [P2-12660Fw | ATGAGLTTAGTCCTGTTG | 17
[ ncav_ir2-1a7s9me CICCCTITGTYGTGTTST [ 3a | 1080
I-||'_..J',- 1P2. 1 269 60Probe] « ) | AGATGTCTTGTGCTELOGGTA |5 | Hew |37 RHD-1 1
L

I know, this is very technical jargon, but it just goes to show the
level of expertise neded to play this genomics gamevhich
Icke and Kaufman sorely lack.

What is a Forward Primer?
Forward orientation is the synthesis of the coding strand or the sense strand of a gene. Taq
polymerase catalyzes the synthesis of a new strand in 5' to 3' directhe synthesis of
coding strand occurs when the primer anneals with the noncoding or the antisense strand
and elongates in 5' to 3' direction. The primer that anneals with the antisense strand or the
noncoding strand or the template strand is known asmard primer since forward primer
acts as a starting point to the synthesis of coding or the positive strand of the gene. Forward
primer has a short nucleotide sequence that is complementary to the 3' flanking end of the
antisense strand. It hybridizestwithe antisense strand and facilitates the Taq polymerase
to add nucleotides that are complementary to the template strand.

What is a Reverse Primer?
Reverse primer is the short DNA sequence that anneals with the 3' end of the sense strand
or the codingstrand. Reverse primer serves as the starting point to synthesize a
complementary strand of the coding sequence or the noncoding sequence. Reverse primer is
designed complementary to the 3' end of the coding strand. Hence, it anneals with the
flanking 3' &d of the coding strand and allows Taq polymerase to synthesize the antisense
strand or the template strand. Since its orientation is in a reversed manner, this primer is
labeled as reverse primemw.differencebetween.corh

Looking for  other critical reflections on  the
Fauxlex/Icke/Kaufman narrative, | found this recent YouTube
video, posted on 24 Aug 2020 by Paul Cottredky helpful as
well[6]:

Debunking the Chromosome 8 HPICR theory by Dr. Paul Cottrell

205


https://www.differencebetween.com/difference-between-forward-and-vs-reverse-primer/#Reverse%20Primer
https://www.differencebetween.com/difference-between-forward-and-vs-reverse-primer/#Reverse%20Primer

Though this video is a bit repetitive, the points Cottrell makes
are very clear, and devastating for the Icke/Kaufman narrative.
Here's a brief summary:

Paul Cottrelldebunks David Icke and Andre
Kaufman

Chromosome 8 has 145 million basepairs, nc
only these 18 bases.

There are many PCR tests out there with mar;
different protocols.

The sequence CTCCCTTTGTTGTGTTGT is
found in the SARS0VV2 genome.

The sequenc€TCCCTTTGTTGTGTTGT is fo
in the human chromosom8, but
that's irrelevant.

The sequence should be mirrored and reverse
to ACAACACAACAAAGGGAG to make a mg
in the SARE0VV2 genome.

Trying to find a viraleverseprimer sequence in
the human genomenakes no sense at all, "this
is where pseudescience comes in".

CHECKING THE GENWH ABASES
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Let's follow up on these injunctions and do some gene database
searches in the gene banks that are storing all these viral and
human genomes.

The first thing totest, | think, which Fauxlex apparently has
neglected to do, is check if CTCCCTTTGTTGTGTTGT shows up in
the publishedSARE0V2 reference genomavailable at

the National Centerfor Biotechnology Information(NCBI). | can

tell you, it does not. So it is one thing to suggest that some
sequences found in the SARSV2 genome mighalsobe
present somewhere in the huge human genome (of three billion
bases or 3Gb), resulting in pddsi mismatches. It is something

else to suggest nlyexists within the human genome (i.e.
chromosome 8).

Searching for CTCCCTTTGTTGTGTTGT in theCdM2RS
genome, this is the result:

Mo matches found

CTCCCTTTGTTGTGTTGT x

And the reason this sequence cannot be found in the S2RE
2 genome is that it is eeverseprimer. Thisis the real bombshell
under this fake narrative.

However, the three forward primers, which are listed in the
WHO document, as mentioned in the Bombshell blogpost, all
match with the SARSoVV2 genome (and none dhem match
with human chromosome 8), as you can see below. The
numbers on the left indicate the position within the 30.000 base
genome):

ATGAGCTTAGTCCTGTTG x il 10f1

12541 atcagcattg tgggaaatcc aacaggttgt agatgcagat agtaaaattg ttcaacttag
12601 tgaaattagt atggacaatt cacctaattt agcatggect cttatigtaa cagoctttaag
12661 ggccaattct goctgtcaaat tacagastaBge:Cls ag yu¥ucac tocgacaget
12721 gtettgtget gocggtacta cacaaactge ttgcactgat gacaatgcgt tagottacta
12781 caacacaaca aagggaggta ggtttgtact tgcactgtta tccgatttac aggatttgaa

10f1

GGTAACTGGTATGATTTCG X

1392] gactggtatg attttgtaga aaacccagat atattacgcg tatacgecaa cttaggtpaa
13981 cgtgtacgcc aagcttigtt aaaaacagta caattctgtg atgccatgcg saatgctget
14841 attgttggtg tactgacatt agataatcaa gatctcaati H3 7 VEL
141091 gatttcatac aaaccacgcc agEtagigEga gitccigtig tagattctta ttattcatig
14161 ttastgccta tatiaacctit gaccagggct ttaactgcag agtcacatgt tgacactgac
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|ACAGGTACGTW¥HHGTD¥H&G X

261@1 gttgatgagc ctgaagaaca
26161 aatccagtaa tggaaccaat
26221 gcacaagctg atgagtacga

rlvEilatapttaata poptilasdas

25341 atctttactg cgcttcgatt

And now comes the

tgtecaaatt
ttatgatgaa
acttatgtac
tittcttgct
gtgtgcgtac

1of1

cacacaatcg acggttcatc cggagttgtt
ccgacgacga ctactagcgt gcctttgtaa
tcattcgttt cggaagag:
ttcgtggtat tcttgctagt tacactag:c
tgctgcaata ttgttaacgt gagicttgta

magic trick. If we take the reverse primer
that started this whole noliscussionCTCCCTTTGTTGTGTTGT,
and do the following two operations, mirror and reverse, you
will find a match in the SAR®V2 genome as well! Keep in
mind that A always pairs with T and C always pairs with G:

reverse primer CTCCCTTTGTTGTGTTG™
mirror complement | GAGGGAAACAACACAAC
reverse complement| ACAACACAACAAAGGGA

As always, the Devil is in the details. And wasn't reading
backwards one of his tricks?

And here's the perfect match of the mirrored and reversed
complement of the reverse primer, as it can loeated in the

SARE0V2 genome:

ACAACACAACAAAGGGAG

12661 ggccaattct gotgtcaaat
12721 gtcttgligct gccggtacta
iy Nl Ccaacacaaca aagpgEapiqs)
12841 atgggctaga ttccctaaga
12991 tigtaggtit gttacagaca

So the fact that CTCCCTTTGTTGTGTTGT somehow matches a

tacagaataa
cacaaactgc
ggtttgtact
gtgotggaac
cacctaaage

tgagcttagt
ttgcactgat
tgcactgtita
tggtactatc
tocctasagig

1o0f1

cctgttgcac
gacaatgcgt
tccgatttac
tatacagaac
aagtattitat

tacgacagat
tagcttactE
aggatttgaa
tEgaaccacc
actttatiaa

tiny part of the human genomdoes not mattey it is not the
sequence the test looks for in the first place. The sequence the
tests looks for is whatever exidtgtweenthe forward and the
reverse primers. These sequences are very close together in the

SAR&0V2 genome.

ATGAGCTTAGTCCTGT| 'N€_045512.2:12690
12707
ACAACACAACAAAGGG NC—04i5217é-72 1 12780
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This means that the real sequence this particular tesks for
can be found somewhere in this area on the genome,
between the forward and reverse primers:

in

12779-/-12708 = 72 bases
CAC TACGABGAT GTCTTGTGCT GCCGGTAA
CACAAACTGC TTGCACTGAT GACAATGCGT TAGCTTACT

The red part of the sequence is called thedbe". That's what
this particular test is actually looking for: a sequence of 21 bases
as specified in the WHO document:

Primers and probes

. Length (  PCR
Name Sequences [5'-3") eses)

RdRp gene / noV_IFZ

nCoV_IP2-12669Fw
nCoV_IP2-12759Rw

ATGAGCTTAGTCOLTGTTG
CTCCCTTTGTTGTGTTGT
AGATGTCTTGTGLTGLCGGTA [5'Hex [3'1BHO-1

18 108 bp 1

21

nCoV_IP2-12696bProbe(+)

And yes, that probe sequence too can be found in the S2RS
2 genome:

12541

atcagcattg tgggaaatcc
12601 tgaaattagt atggacaatt
12661

12721 [y 2
12781 caacacaaca aagggaggta

12841 atgggctaga ttccctaaga

ggccaatt:t Ectgtcaaat

aacaggttgt
cacctaattt
tacagaataa
cacaaactgc
ggttigtact
gtgatggaac

Here's an even bettesnline
the University of California Santa Cr§fCSC) to check for
sequences in various genomes (human, viral, mammal, frogs,

fish, etc.).

agatgcagat
agcatggcet
tgagcttagt
ttgcactgat
tgcactgtta
tggtactatc

"InSlico"

agtaaaattg
cttattgtaa
cctgttgcac
gacaatgcgt
tccgatttac
tatacagaac

PCR

ttcaacttag
cagctttaag
tacgacm
tagcttacta
aggatttgaa
tEEaaccacc

tool of

When checking for forward primer = ATGAGCTTAGTCCTGTTG
and reverse primer = CTCCCTTTGTTGTGTTGT, inSi@&8BAR
genome, the reversed/mirrored match found for the reverse
primer is indeed: ACAACACAAC AAAGGGAG:

UCSC In-Silico PCR

ACACAIICTECITECACTEATEACAATECEtTagCtTAC TACAACACAAL

AANGEELE

: 7 188bp ATGAGCTTAGTCCTGTTE CTCCCTTTGTTGTGTTET
HTGAG{'.TTA'GT;T.TGTTG-:“ ﬁcga:agntgt: tgtgctgccggtact

However, when searching for the same primers in the human
genome, no match is found:
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UCSC In-Silico PCR
Mo malches to atgagcitaglccigity cleccttigitgtattgl in Human Dec. 2013 (GRCh38Mg38)

A FIRECRACKER THATNIOT FIRE

Isn't it amazing how accuratall this is? Basperfect within a
30.000 bases genome! And can't you see how David Icke and
Andrew Kaufman lack even the most basic understanding of the
PCR test and whole genome sequenciRar(6) in general?
They are just selectively misreading whatever they think they
understand from science to find confirmation of their own
paranoid narratives.

In a recent blog post, dated August 28, 2020, Fauxlex reflected
on his April blogpost going viral:

It is difficult for me to express the various layers of my feelings on the Icke attention and that piece in
general. For one, | had not expected an old post from four months ago to go so viral. It is not the post
that | would have hoped would go viral, laese although the findings do indeed further undermine

the PCR test, a deeper scientific understanding can explain why the result isn't as big as had seemed
at the time.

The bombshell turned out to be a firecracker that did not fire.

NOTES

[1] David Icke &ndrew Kaufman,Chromosome 8 w/ David

Icke and Dr. Kaufmdnwww.youtube.com, August 24, 2020.
This video has been removed for violating YouTube's Terms of
Service.

[2] Fauxlex, BOMBSHELL: WHO Coronavirus PCR Test Primer
Sequence is Found in All Human DNxeceofmindful.com,
April 6, 2020.

[3] Paul Cottrell, Debunking the Chromosome 8RTR theory
by Dr. Paul Cottréll www.youtube.com, 24 Aug 2020.

[4] tbp, "BOMBSHELL: WHO Coronavirus PCR Test Primer
Sequence is Found in All Human DNA

www.peakprosperity.com, Aug 20, 2020.
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https://www.youtube.com/watch?v=APMLDOR_fAU
https://pieceofmindful.com/2020/04/06/bombshell-who-coronavirus-pcr-test-primer-sequence-is-found-in-all-human-dna/
https://pieceofmindful.com/2020/04/06/bombshell-who-coronavirus-pcr-test-primer-sequence-is-found-in-all-human-dna/
https://www.youtube.com/watch?v=87CjN0Z7ezc
https://www.youtube.com/watch?v=87CjN0Z7ezc
https://www.peakprosperity.com/forum-topic/bombshell-who-coronavirus-pcr-test-primer-sequence-is-found-in-all-human-dna/
https://www.peakprosperity.com/forum-topic/bombshell-who-coronavirus-pcr-test-primer-sequence-is-found-in-all-human-dna/

[5] Dr. Jurgen Mayer's view of the SARSB/2 virus: "Every

aspect of the genome of hCe2019 can be explained by
zoonosis and potentially explains the existence of a polybasic
furin cleavage site in our virus, as it was more than likely
adapted by another virus. That being said, the natural creation
of this virus is a one in a billion chance. There is nothing to
suggest that a magic bat in nature directly infected a human. We
have two possible paths here. Either this was created in a lab,
and yes we can tinker in such a way to ensure the virus has
these modes of attack or we use zoonosis with just the right bat
infecting just the right Pangolin, and then infecting a human.
The problem is that we have not been able to identify any host
animals." (forum post opeakprosperity.com

[6] Paul Cottrell has his own ideas about Cehdd For these |
refer to hisYouTube channeThis is his bio: "Paul Cottrell
received his BS and MBA from Wayne State University, Ph.D.
from Walden University and prmedical curriculum from
Fordham University. He is a candidate pursuing an ALM in
Biology at Harvard Univetg (HES). His research includes using
chaos theory to model financial markets and economic
emergence. His work on economic emergence contains new
theoretical concepts of economic evolution and the creation of
self organizational structures. In additiorr,. Paul Cottrell has
published works from his Harvard University (HES) course work
in genomics, neurobiology, endocrinology and microbiota."
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Part 16: What's Up With These "Koch's
Postulates"?

"Koch's postulates have been recognizedaagely obsolete by
epidemiologists since the 1950s" (Wikipedia).

Two of the most frequent claims made by virus denialists have
been: "the PCR test doesn't test for a virus, but for human
genetic material" (Icke) and "the classic Koch's Postulates have
not been met for this virus" (Kaufman). This makes sense for
them, because if there is no virus at all, what else can a test do
than match some genetic sequence of our own? And if there's
no virus at all, there's no viral disease and no way of proving
that a virus causes the disease, in our case Gh9idWe will
tackle both claims in this article.

Do we know the SARS0V2 virus exists? Do we know it is the cause of C9l Asking these
guestions is legitimate. Ignoring progress made in modern virology isn'

Wel9 t/w @O{E®{BhLThwd | +Lw! {Q

Let's assume we have a group of 100 persons, 5 of which have
Covid19. Let's further assume we have an ideal PCR test for
Covid19, which picks up all cases in this group without any
error, and no other virus. See disregard the usual instances of
false positives (you are healthy but get a positive test) or false
negatives (you are ill but get a negative test). Instead, we have
only these four possible outcomes of a PCR test:
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- TEST RESULTS +
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Healthy Asymptomatic

o= <WL

D G

Other virus Symptomatic

s

So, to walk you through thidiagram: test results can be positive
(you have the virus) or negative (you don't have the virus). You
can have symptoms or no symptoms. A healthy person without
any symptoms will get a negative test (A). A sick person with
Covid19 symptoms will get a pa#ve test (C).

- TESTRESULTS +

95

Rl o B B~ I

Group of 100 persons, 5 of which have SARS/2
Ideal situation: all 5 symptomatic cases are found

Two cases complicate the situation: in "asymptomatic" cases a
person has the virus but no symptoms (B), and when a person
has a virus othethan SARE0\2, like the flu, he will test
negative (D) and that's correct, for he doesn't have SARS/

2.
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- TESTRESULTS +

90 3

L o B B~ B

Group of 100 persons, 5 of which have SARS/2
(2 symptomatic, 3 asymptomatic), 5 have flu virus

If, however, the PCR test would not test famy virus but for
general human genetic material, such as exosomes, as Kaufman
claims (sedart 2, or parts of a human chromosome, such as
chromosome 8, as the latest rumor has it ($&&t 19, the
expected test results would be dramatically different.

- TESTRESULTS +

15 75

+vwzZzo-HTwZ=<Ww

When test matches part of our human genome:
80 false positives, 20 false negatives

In that case we would expect, say, 80% "false past (where
human genetic material is matched) and 20% "false negatives"
(where this human genetic material is missed, for whatever
reason: the test might have failed or that particular genetic
sequence did not turn up in the sample taken from a patieint).
the current situation, where the number of positive test results
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9

rarely rises above 10%, we can therefore dismiss this hypothesis
as nonsensical. We simply don't see that many positive test
outcomes.

Another frequently heard interpretation of "the P@&t doesn't

test for a virus" runs like this: it test for only a very srpalit of

the virus (sedPart 13. That is, of course, a truism, because the
whole point of this test is that a smadart of the full genome of
SAR&0V2 is detected as a fingerprint or signature. A fingertip
is only a very small part of the human body, but we recognize a
person by his or her fingerprint, because they are unique. A
more reasonable and relevant interpegion is: we are never
100% sure that this signature sequence represent a fully active
virus, or is only a fragment of a dead virus. That's an empirical
guestion to be answered by research. And that's why test results
should always be accompanied by clti@bservations of a
patient, to get to a fuller picture.

Of course, we have left the field of virus denialism here, because
to talk of a "fragment of a virus" one has to believe in the
existence of viruses in the first place.

+ L w! { BEEN KO 'bd© %D

ROBERT KOCH THOMAS RIVERS DAVID FREDERICKS
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A more serious claim of virus denialists is that "the virus has
never been isolated." Reference is made to the famash's
Postulates and to understand their impact and historical
relevance we need to dig into some medical history, so bear
with me. The problem is about deciding what exactly causes a
disease. When can we confidently conclude that a certain germ
causes @ertain disease?

For the purpose of this article we will take Wikipedia as our
guide, because it offers a higdvel and historically interesting
view of the subject.

19th Century: Robert Koch

Robert Koch{18431910) was a Jewish born German physician
and microbiologist. As one of the main founders of modern

bacteriology, he identified the specific causative agents of
tuberculosis, cholera, and anthrax and also gave experimental
support for the concept of infectious disease, which included

experiments on humans and animals. Koch received the Nobel
Prize in Physiology or Medicine in 1905.

He formulated a series of four generalized principles linking
specific microorganisms to specific dises:

1. The microorganism must be found in abundance in all
organisms suffering from the disease, but should not be
found in healthy organisms.

2. The microorganism must be isolated from a diseased
organism and grown in pure culture.

3. The cultured microorganisshould cause disease when
introduced into a healthy organism.

4. The microorganism must be reisolated from the
inoculated, diseased experimental host and identified as
being identical to the original specific causative agent.
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Koch's Postulates:
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Koch's postulates of disease.

This applies primarily to bacteria, as viruses were not yet
observed in his days. Contrary to bacteria, which can be cultured
on a petri dish, viruses only multiply within cells. Even Koch
himself realized that these four postulates would not always
work wdl with viruses, for the following reasons.

1. Microorganism don't always cause disease in a given
patient. They are called "asymptomatic", a term you must
have heard in the context of Covi®.

2. Viruses also require host cells to grow and reproduce and
therefore cannot be grown in pure cultures.

3. Not all organisms exposed to an infectious agent will
acquire the infection. Noninfection may be due to such
factors as general health and proper immune functioning;
acquired immunity from previous exposure or vaccioat
or genetic immunity.

It is clear from the above that Koch's Postulates are not set in
stone for virusesWikipediais very clear on their minor
relevance for today's world:
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Koch's postulates were developed in the 19th century as general guidelines to identify pathogens
that could be isolated with the techniques of the day. Even in Koch's time, it was recognized that
some infectious agents were clearly responsible for diseas@ though they did not fulfill all of the
postulates. Attempts to apply Koch's postulates rigidly to the diagnosis of viral diseases in the late
19th century, at a time when viruses could not be seen or isolated in culture, may have impeded the
early deelopment of the field of virology. Koch's postulates have been recognized as largely
obsolete by epidemiologists since the 1950s, so, while retaining historical importance and continuing
to inform the approach to microbiologic diagnogdisey are not routiely used to demonstrate
causality.(emphasis added)

Good to keep this in mind when we deal with virus denialists
later on.

Attempts to apply Koch's postulates rigidly to the diagnosis of viral diseases in the late 19th century,
at a time when virusesould not be seen or isolated in culture, may have impeded the early
development of the field of virology.

20th Century: Thomas Rivers

Thomas Milton Riverd8881962) was an American
bacteriologist and virologist and is called the "father of modern
virology." To upgrade Koch's Postulates for the 20th centry,
especially in the context of viruses, Thomas Rivers formulated a
few additional postulates.[1] Here | am following Andgre
Kaufman's presentation[2]:
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Koch vs Rivers

Koch (1884) Rivers (1937)

1. The microorganism found in % IS Fvirus
the ill but not the healthy L

The microorganism must be

Proof of filterability

Re-isalation of virus
Detection of a specific
immune response to virus

Source: Andrew Kaufman, "Evidence that Viruses Cause Disease".

As you can see, the requirement to isolate the microorganism
and grow it in pure culture, has been replaced by "cultivation of
virus in host cells". This makesnse, because viruses can only
grow in cells, not in a neutral medium. Filterabillity is also typical
for viruses. Viruses being very small, they can be separated from
cells by certain filters. And immune responses too are specific
for viruses.

In one of h$ slides, Kaufman states, with exclamation marks:
"genetic material (DNA, RNA) is not mentioned in any of the
criteria!!” Well, perhaps that's because at the time of Rivers'
article (1937), DNA wasn't yet discovered? The structure of DNA
was found only ii1953, and the code was cracked in subsequent
years. DNA sequencing became a huge industry, and whole
genome sequencing is a 21st century effort.
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What is missing from Rivers?

* Genetic material (DNA, RNA) is not mentioned
in any criterial!l

Note: this DNA helix turns the wrong way: leftanded instead of righthanded.

This statement is a bit amhigus. Most probably Kaufman
suggests that, because genetic material isn't mentioned in
Rivers' postulates, we can safely ignore it. A more interesting
interpretation is: perhaps these postulates too are in need of
revision.

In his 1936 Presidential Address the Society of American
Bacteriologists, Rivers foresaw that even his amendments to
Koch would be superseded by new insights and rules[3]:
At the time when they were formulated Koch's postulates
were essential for the progress of knowledge of infectious diseases;

but progress having left behind old rules requires new ones which
some day without doubt will also be declared obsolete. Thus,

So let's move on to the next centuryhat's where the real
action is.

21th Century: David Fredericks

Again,Wikipediaputs things for us in historical perspective:
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More recently, modern nucleiacidbased microbial detection methodeve made Koch's original
postulates even less relevanThese methods enable the identification of microbes that are
associated with a disease, but which cannot be cultured. Also, these methods are very sensitive, and
can often detect very low levels of viruses in healthy people. (emphasis added)

Dr. David N.Fredricks is an infectious disease specialist in
Seattle, Washington and is affiliated with multiple hospitals in
the area. He has been in practice for more than 20 years.
Fredericks and Relman formulated new principles of disease
causation, taking into @ount the genomic revolution.[4]
(SeePart 6for some general principles).

1. A nucleic acid sequence belonging to a putative pathogen
should be present in most cases of an infectious disease.
Microbial nucleic acids should be found preferentially in
those organs or gross anatomic sites known to be
diseased, and not in those organs that lack pathology.

2. Fewer, or no, copies of pathogassociated nucleic acid
sequences should occur in hosts or tisswéhout
disease.

3. With resolution of disease, the copy number of pathogen
associated nucleic acid sequences should decrease or
become undetectabléWith clinical relapse, the opposite
should occur.

4. When sequence detection predates disease, or sequence
copynumber correlates with severity of disease or
pathology, the sequenedisease association is more likely
to be a causal relationship.

5. The nature of the microorganism inferred from the
available sequence should be consistent with the known
biological chareteristics of that group of organisms.

6. Tissuesequence correlates should be sought at the
cellular level: efforts should be made to demonstrate
specific in situ hybridization of microbial sequence to
areas of tissue pathology and to visible microorganiems
to areas where microorganisms are presumed to be
located.

7. These sequencbased forms of evidence for microbial
causation should be reproducible.
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Even with these updated "thoughts and guidelines" (Fredericks),
no categorical statements can ever be madeboat
microorganisms being the cause of a disease. These guidelines
are all stated in relative language ("preferentially”, "fewer",
"decrease”, "more likely", "consistent"). From the web of
knowledge gathered by various sources, a scientific consensus
arises. The step from association to causation is more or less a
philosophical one.

This concludes our historical overview of Koch's Postulates and
later amendments, caused by the progress of the science of
virology. We are not living in the nineteenth centaryymore.

DO VIRUSES ACTUACKYSE DISEASE?

Instead of insinuating that these Chinese researchevlo have published the full genome of SARS
CoV2 in record time have made this all up, could it be that they just don't care about this
"isolation” step anymee because science no longer works this way?

Andrew Kaufman, "Evidence that Viruses Cause Disease".

To his credit, Andrew Kaufman has done a close reading of both
Koch's and Rivers' postulates, in the context of SB&&L and
SARE0V2. | have includedhis presentation above for you to
browse through. But when it comes to current virology, his
expertise quickly seems to peter out. He seems obsessed with
the fact that the SARGSo0V2 virus has never been isolated
according to old fashioned virological sthmds, implying that
this puts the whole of the virological enterprise at stake.

A similar attitude can be found in Torsten Engelbrecht, author
of Virus Mania the bible of the virus deniers. He wrote an article
provocatively titled "COVID19 PCR Tests &dentifically
Meaningless"[5] (which got published on the conspiracy website
off-guardian.org, not any serious scientific magazine). In this
article he describes that he approached several of the early
Chinese researchers with the question if they hadrifjped” the
new SARE0V2, to which they politely replied with: "No we did

not".

28 1 A1SR 4ASOUSNIf addRe | dziK2NE 652 &2dzNJ St SOGNE
the following responses:
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Instead of insinuating that these Chinese researchevbo
have published the full genome of SAR®/2 in record time
have made this all up, couldbe that they just don't care about
this "isolation" step anymorbecause science no longer works
this way?

These selippointed novirologists are two centuries behind the
times. They look a lot like this cruise ship passenger, who is
disoriented in the nes digital world:

Sextant

A passenger on a cruise ship sailing in the middle of the Pacific Ocean is harassing the captain about

the current position of the ship.

Captain: "Look at the screen here."
Passenger: "All those s@lled GPS systems have not bealidated, | insist that you determine our
position with the trusted sextant and calibrated clock!"

Captain: "Ah, you are a romantic?! Maybe | have anfadthioned sextant lying around here
somewhere, but it is quite cloudy, so there is really no chaateshooting the sun today."
Passenger: "See, we are hopelessly lost! Send an SOS!"[6]

Likewise, Kaufman seems lost in the genomic sea, when he
argues: 'The main point: we don't know where these sequences
came from.'[7] When viruses are cultured in soadlVero cells
(kidney cells from African monkeys), or viral samples are taken
from human patients, researchers don't run the risk of confusing
these mammalian cells with viruses, because both can be
sequenced to the minutest detail. Microscopes have been
replaced by highly sophisticated sequencing equipment.

223



12541
12681
12661

12721 I} gtp RCCE
caacacaaca aagggaggta

12781
12841

NOTES

This is the progress of science. Everything under the sun has
been genomically sequenced these days: humans, neanderthals,
fossil bones, animals, plants, fungi, bacteria, archaea and even

viruses. Theruth is, modern virologists do recognize a viral

sequence when they see one.
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nCoV_IP212696bProbe+ sequence in SAR8\V2 genome.

Do we know the SARS0V2 virus exists? Do we know it is the
cause of Covid9? Asking these questions is legitimdgnoring
progress made in modern virology isn't.

[1] Rivers, T. M. 193¥.iruses and Koch's postulatds Bacteriol

33:1-12.

[2] Andrew Kaufman, "Evidence that Viruseésuse Disease or
The Rooster in the River of Rats", www.youtube.com. This video

has been removed for violating YouTube's Terms of Service.
Available fromanother Youtube user

[3] Rivers, p. 4.

[4] Fredricks, David; Relman, David (January 199éjuence
Based Identification of Microbial Pathogens: a Reconsideration

of Koch's PostulatégPDF)Clinical Microimlogy Review® (1):

20-21.

[5] Torsten Engelbrecht & Konstantin Demet&20OVID19 PCR
Tests are Scientifically Meaningléessff-guardian.aog, Jun 27,

2020.

[6] Pepijn van Erp, personal communication, Twitter, Sept. 6,

2020.

[7] David Icke & Andrew Kaufman, "Chromosome 8 w/ David
Icke and Dr. Kaufman", www.youtube.com, August 24, 2020.
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Part 17: Was the SARS0w2 virus
created in the Wuhan lab?

FRANK VISSER

Arguing for a purely natural origin of the virus doesn't make a@hina
puppet, nor does being against China as a political system automatically
make one prefer the lab origin theory.

In the past episodes of this Corona Conspiracy series, we have
dealt with virus denialists, who deny the very existence of the
SAR&ov2 virus (or even of all possible viruses). But this relates
only to thefirstof twelve items that compose the standard
scientific view of this pandemic that can be denied. Apart from
its existence, there is legitimate debate aboutdtmtagiousness
and its harmfulness. This is an area of epidemiology and
statistics | don't won't to go into here, because this is the
domain of regular science. Even within that domain, intense
disagreement can occur about the scope of the problems we are
facing. True, some claim the impact of the pandemic is
overestimated or exaggerated by some groups in society, with
ulterior motives.

The next three items on this list (4, 5, 6) have become highly
relevant in the past week, due to a whistleblower from Hong
Kong, who fled to the US to tell the world about the true source
of this virus. Does the virus have a natural origin? Or has it been
spread on purpose, as a bieeapon? Or was it perhaps spread
accidentally, by a lab accident? We will go into this expéosi
material in the current essay.

SCIENTIFIC FACTS ALTERNATIVE FACTS

1. The virus exists The virus does not exist
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2. It is contagious

Contagion does not exist

3. It is harmful

It isharmless, if it exists at all

4. 1t has a natural origin

It does not have a natural
origin

5. It is not spread on purpose

It is a secret biaveapon

6. It is not spread accidentally

It has escaped from a viral lab

7. It is the result of disturbing
wildlife

It is not the result of disturbing
wildlife

8. It comes to us most probably
from bats

It does not come to us from
bats

9. Through an intermediate
animal (pangolin)

It does not come through an
intermediate animal

10. We must live in a
temporarylockdown

A lockdown is an unnecessary
tyranny, meant to enslave and
monitor us

11. Until a vaccin has been
found, if at all

Vaccins are dangerous and wil
be used to spy on us

12. And the virus will weaken
down

Viruses have always been
there, if theyexist at all

MEET WHISTLEBLOWERENG YAN
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Li-Meng Yan

LEMeng Yan a Chinese virologist working at the Hong Kong
School of Public Health, fled to the US in July 2020 and published
a 26-page preprint research paper with the breattaking title
"Unusual Features of the SARBv2 Genome Suggesting
Sophisticated Laboratory Modification Rather Than Natural
Evolution and Delineation of Its Probable Synthetic RoJidé It
claimed that the SARSov2 virus was made in a Chinese
government or military laboratory and even provided an
example of how this could have been done in a matter of
months. She announced ¢harticle on a new Twitter account,
and collected 60.000 followers in a few daytil Twitter
banned her account for violating its "policies". She seems to be
back with a new Twitter account (@LiMengYanNew), providing
screenshots of the paper, but it hagry few followers, so |
doubt if it's a real account.

The authors of the paper belong to a Rule of Law Society & Rule
of Law Foundation, an organization foundedSigve Bannon
former chairman of Breitbart News and chief strategist to
Donald Trump, and Chinese billionaeo Wenguiwho fled to

the US in late 2014. The RLS has as its mission "To permit the
people ofChina to live under a national system based on the
rule of law, independent of the political system of the People's
Republic of China ("China")." Bannon was recently arrested on
the yacht of Guo Wengui for fraudulent dealing with
contributions to the Buildhe Wall campaign. So the geopolitics

is clear: an artChina organization sponsors a sesuientific
article accusing the Chinese government of spreading a harmful
virus.

Of course, such a message lands well in fighg America, so
LFMeng Yan did theounds on the conservative media circuit.
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Among other media, she was interviewed for Fox News by
Tucker Carlson. Here you can see that episode for yourself:

Coronavirus whistleblower speaks out about possible COVID origin on 'Tucker'

From this video | gatir that the message she wants to tell the
world is that SARSov2 is a very dangerous virus, and that it
was created in a Chinese lab. | wonder how this message lands
in the Trumpian universe, which has always dismissed the
pandemic as not very seriousut&or sure Donald Trump would
love to hear from her that it is a "Chinese virus" after all!

We will not touch on the highly charged political aspects of this
matter, but focus on the scientific side, which is already
maddeningly complex for laymen. At theoment it is fair to say
that arguing for a purely natural origin of the virus doesn't make
one a China puppet, nor does being against China as a political
system automatically make one prefer the lab origin theory. The
theory should be evaluated accordinto its own scientific
merits.

And no, being in the company of Bannon and Wengui definitely
isn't ideal to get a hearing from the scientific community at
large. But then again, where else would a whistleblower with
such an explosive message find sheltetiines of a worldwide
crisis?

Is it plausible to claim the SAR®v2 virus has been
manufactured in a lab? Was it perhaps only a natural virus
studied and stored in a lab and did it escape accidentally? Was it
the product of gairof-function research, wich is done all over
the world in various labs? Was an existing virus tweaked to
make it more harmful? Is it likely it escaped from the Wuhan lab,
which exists in the close proximity of the Wuhan wetmarket? If
it really is a bieweapon, why is it not morbarmful? These are

all at least theoretical, if rather speculative, possibilities.

Reading the virus genome feels like reading tea leaves to me. Is
there evidence that the genome of SAR&+2 has traces of
manipulation, or is it anybody's guess?
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Unusual Features of the SARS-CoV-2 Genome
Suggesting Sophisticated Laboratory
Modification Rather Than Natural Evolution and
Delineation of Its Probable Synthetic Route

The "Yan Report", as the paper download file is named by the
authors, has had (as of today, September 21) 698,879 views and
539,705 downloads in only one week timand counting ,
which is an incredible accomplishment. Talkingwb"going
viral"!

This is the central claim by the authors of this paper:

Despite its tremendous impact, the origin of SARSY2 has remained mysterious and controversial.
The natural origin theory, although widely accepted, lacks substantial suggmrtalternative theory

that the virus may have come from a research laboratory is, however, strictly censored on peer
reviewed scientific journals. Nonetheless, SARY2 shows biological characteristics that are
inconsistent with a naturally occurringpanotic virus. In this report, we describe the genomic,
structural, medical, and literature evidence, which, when considered together, strongly contradicts
the natural origin theory. (Abstract, p. 1)

To make a long story short, here are the three clainesented
in the "Yan Report":

We present three lines of evidence to support our contention that laboratory manipulation is part of
the history of SARSoV2:

1. The genomic sequence of SAR®S?2 is suspiciously similar to that of a bat coronavirus disaave
by military laboratories in the Third Military Medical University (Chongging, China) and the Research
Institute for Medicine of Nanjing Command (Nanjing, China).

2. The receptobinding motif (RBM) within the Spike protein of SAR®2, which determmes the
host specificity of the virus, resembles that of SARS from the 2003 epidemic in a suspicious

manner. Genomic evidence suggests that the RBM has been genetically manipulated.

3. SAR&o0v2 contains a unique furinleavage site in its Spike pewt, which is known to greatly
enhance viral infectivity and cell tropism. Yet, this cleavage site is completely absent in this particular
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class of coronaviruses found in nature. In addition, rare codons associated with this additional
sequence suggest thstrong possibility that this furicleavage site is not the product of natural
evolution and could have been inserted into the SARS2 genome artificially by techniques other
than simple serial passage or migdtrain recombination events inside -tafected tissue cultures or
animals. (p. 3)

To make sense of this technical language, it is perhaps best to
read an early article, published in rdiarch on the Nerds have
Power blog, called Scientific evidence and logic behind the
claim that the Wuhan coronavirus is mamadé€', together with

its companion article 'RaTG13 the undeniable evidence that
the Wuhan coronavirus is manadé'.[2] The author is
anonymous, for reasons | don't follow, and describes himself as
"A nobody scientist." AAleast the Yan report has identifiable
names as authors. Obviously, this is not the way to get a hearing
from science.

| also found a few YouTube videos that walk you through the
Yan report, almost sentence by sentence, by a-cmiffessed
conspiracy thedst called "J.C. on a Bike", who is sympathetic to
the claim made by authors of the Yan Report. He mentions that
the anonymous author of this early "Nerds have Power" blog
post is actually the second author of the Yan report: Shu Kang.

The Yan Reportclose reading by J.C. on a Bik&4 Sep 2020

Truth be told, Kevin McCairn and Richard Fleming, who
supported me in debunking Andrew Kaufman's viegsials
exosome theory, also subscribe to this conspiracy theory that
the virus is (at least in part) likelyanrmade by gain of function
research and possibly escaped from a lab. So | am in for some
cognitive dissonance here.

The upshot of the paper is that the authors claim that the SARS
Cowv2 virus genome is "suspiciously similar" to another virus,
shows "suspmiious resemblance" to the earlier SABSV virus
(but weren't they family members?), and has a few extra inserts,
presumably added to an existing viral "backbone" genome, that
enhance its infectivity. Most probably this was done to be able
to use it as a io-weapon.
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Zooming in on the third point, the extra inserts of a few amino
acids, it is interesting to see how this rumor was already around
very early on in the pandemic.[3] Bill Gallaher, Emeritus
Professor Department of Miobiology, Immunology &
Parasitology, states in his blog post "Tackling Rumors of a
Suspicious Origin of nCoV2019" (as early as Feb. 7, 2020!):

| have been privately dealing with rumors and inquiries, focused on the RRAR potential furin cleavage
site, thatnCoV2019 may have a suspicious origin as an engineered, labegatoeyated virus either
accidentally or deliberately released in the area of the Wuhan seafood and animal market. The
publication of the highly similar RaTG13 sequence about a week agoubkesl fthis type of
speculation.[3]

The scientific consensus is that SARS2 was derived from a
common ancestor of a bat corona virus, represented by the
strain RaTG13, which was isolated in Yunnan province in 2013.
Please note this is not the thesis tfe authors of the Yan
Report; they consider the genome of RaTG13 even to be
"suspicious", "fabricated" and even "likely fraudulent”. | am just
giving it as an example of how tricky it can be to draw
conclusions from virus genome comparisons.

The PRRA gert in the "Wuhan" genome, compared to the RaTG13 virus genome.

"Wuhan" is the SARSov2 virus, "RaTG13" is a supposedly very
similar one (except for the inserts). All amino acids match
perfectly, except in four places. Slightly enlarged for better
readability:
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The letters "PRRA" stand for four amino acids: "Pro, Arg, Arg,
Ala", or "Proline, Arginine, Arginine, Alanine". If you remember
from your school days, each amino acid is coded by three bases
(called "codons"). But there is some flexibilitgra: one amino

acid can be coded by several different codons. For example:
Arginine can be coded by CGU, CGC, CGA, CGG, AGA, and AGG.
They are all "synonyms" for Arginine. (So synonymous base
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changes won't make a difference. It is the mmonymous base
changes theses researchers are looking for, because they change
the functionality of the genome.) Now this specific amino acid
sequence PRRA translates in this genome to the following base
sequence: CCT CGG CGG GCA.

Source: Why a Triplet Cod€e? The Plant and Soil Sciences eLibrary

It needs a professional virologist to unpack that code for us now:
CCT CGG CGG GCA. Note that Gallaher mentions both PRRA AND
RRAR in his blog post | give the full range here:

P R R A R

CCT CGG CGG GCA CGT

Gallaher continues and warns about being misled by superficial
similarities between amino acid sequences in viral RNA
genomes.[3] They can hide multiple differences that happen at
the baselevel, and these are the real indicators of similarity (and

a possible evolutionary relationship) between viruses:
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